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Abstract
Chalcones,

with

a

1,3-diarylprop-2-en-1-one

framework,

are

secondary

metabolites of terrestrial plants and precursors of the flavonoids biosynthesis. Scientific
community is currently interested in chalcones, due to their simple chemistry, ease of
synthesis, diversity of substituents, safety, and a vast number of recognized biological
activities, from which the anti-diabetic activity stands out. Diabetes mellitus (DM) is one of
the biggest epidemics worldwide, characterized by deficiency in insulin secretion and/or
action, leading to chronic elevated levels of glucose in blood, known as hyperglycaemia. The
use of anti-diabetic drugs has been increasing worldwide. However, new interventions are
required. The inhibition of α-amylase and α-glucosidase, which are carbohydratehydrolysing enzymes, is one of the major therapeutic strategies for the treatment of type 2
DM. The inhibition of these two enzymes delays the absorption of monosaccharides on the
gastrointestinal tract, preventing the rise of postprandial hyperglycaemia. The currently
commercial available inhibitors are associated with gastrointestinal side effects, due to the
non-specific inhibition of α-amylase. Low to moderate α-amylase inhibition with potent αglucosidase inhibition might overcome the inconvenient of the adverse effects. In the
present work, a panel of forty-one chalcones with hydroxyl, methoxy, methyl, nitro,
chlorine, fluorine and bromine substituent groups were evaluated, most of which for the
first time, against α-amylase and α-glucosidase activities. The inhibitory kinetic analysis
was also performed for the most active compounds. From the obtained results, chalcone 4
(butein) was the most promising compound, followed by chalcone 21. The presence of
hydroxyl groups at 2’ and 4’ positions of the A ring and at 3 and 4 positions of the B ring on
chalcone 4 (butein), and the presence of a hydroxyl group at 2’ position of the A ring and a
nitro group at 4 position of the B ring on chalcone 21, seems to be essential for the inhibitory
activity of the chalcones. Chalcone 4 (butein) displayed a competitive type of inhibition for
both enzymes. Chalcone 21 presented a non-competitive type of inhibition for αglucosidase. In conclusion, this study provided potentially anti-diabetic compounds that
should serve to the basis for the design and synthesis of more structures, in order to obtain
the most potent chalcone’ scaffold for the intended activity.

Keywords: Chalcones; diabetes mellitus; α-amylase; α-glucosidase.
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Resumo
Chalconas, com a estrutura de 1,3-diarilprop-2-en-1-ona, são metabolitos
secundários das plantas terrestres e são precursores da biossíntese dos flavonoides. A
comunidade científica tem revelado um crescente interesse por estes compostos, devido à
sua simplicidade química, facilidade de síntese, diversidade de substituintes, segurança, e o
vasto número de reconhecidas atividades biológicas, das quais a atividade antidiabética se
tem destacado. A diabetes mellitus (DM) é uma das maiores epidemias em todo o mundo,
caracterizada por uma deficiência na secreção de insulina e/ou na sua ação, levando a níveis
elevados de glicose no sangue, conhecido como um estado de hiperglicemia. O uso de
fármacos antidiabéticos tem aumentado em todo o mundo, contudo, novas intervenções são
necessárias. A inibição da α-amilase e da α-glicosidase, que são enzimas que hidrolisam
hidratos de carbono, é uma das maiores estratégias terapêuticas para o tratamento da DM
tipo 2. A inibição destas duas enzimas atrasa a absorção de monossacarídeos no trato
gastrointestinal, prevenindo o aumento da hiperglicemia pós-prandial. Os inibidores
atualmente

comercializados

estão

associados

com

efeitos

secundários

a

nível

gastrointestinal, essencialmente devido à inibição não especifica da α-amilase. Uma
inibição reduzida ou moderada da α-amilase e uma potente inibição da α-glicosidase pode
evitar o aparecimento de efeitos adversos. No presente trabalho, o efeito inibitório de um
painel de quarenta e uma chalconas, com grupos substituintes hidroxilo, metoxilo, metilo,
nitro, cloro, fluor e bromo, foi avaliado, em muitas das quais pela primeira vez, sobre a
atividade da α-amilase e da α-glicosidase. O estudo da cinética enzimática e do tipo de
inibição foi efetuado para os compostos mais ativos. Segundo os resultados obtidos, a
chalcona 4 (buteína) foi o composto mais ativo, seguido pela chalcona 21. A presença de
hidroxilos nas posições 2’ e 4’ do anel A e nas posições 3 e 4 do anel B da chalcona 4
(buteína), e a presença de um grupo hidroxilo na posição 2’ do anel A e um grupo nitro na
posição 4 do anel B da chalcona 21, parecem ser essenciais para a atividade inibitória das
chalconas. A chalcona 4 (buteína) demonstrou um tipo de inibição competitiva para as duas
enzimas. A chalcona 21 mostrou um tipo de inibição não-competitiva para a α-glicosidase.
Em conclusão, este estudo permitiu encontrar potenciais compostos antidiabéticos que
podem servir como base para o design e síntese de mais estruturas, de modo a encontrar a
estrutura da chalcona ideal para a atividade antidiabética.

Palavras-chave: Chalconas; diabetes mellitus; α-amilase; α-glicosidase.
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General considerations
This work was carried out in the context of the Master’s Degree in Quality Control
of Faculty of Pharmacy of University of Porto. The theme was chosen based on the growing
concern around DM, a chronic, progressive, incompletely understood metabolic condition
of the twenty-first century, which is mainly characterized by hyperglycaemia. The antidiabetic drugs currently used in the management of DM have been showing reduced efficacy
and adverse side effects. Therefore, new effective interventions to control hyperglycaemia
are required. Chalcones have been recognized for multiple biological activities, including
anti-diabetic efficacy. Thus, the aim of this thesis was to compare the inhibitory effect of a
panel of chalcones, against the activity of two carbohydrate hydrolysing enzymes, α-amylase
and α-glucosidase. For this purpose, the evaluation of α-amylase and α-glucosidase activity
was performed using in vitro microanalysis methodologies.

Structure of the dissertation
This dissertation is divided in six chapters. The first one, Introduction, refers to
a theoretical framework with the characterization of chalcones, its chemistry and
classification, occurrence, biosynthesis, chemical synthesis and biological activities. In this
chapter, it is also possible to find the classification of DM, the risk factors associated to the
disease, the pathophysiology, symptoms, complications and treatment of DM. This chapter
also includes the definition of the dietary carbohydrates, the description of α-amylase and
α-glucosidase and the action of the inhibitors of these enzymes. The general and specific
objectives of the dissertation are also present in this section. The second chapter,
Materials and Methods, described all the experimental aspects related to the in vitro
inhibitory activity of chalcones against α-amylase and α-glucosidase activity and the
corresponding inhibitory kinetic analysis. In the third chapter, Results, all the results
related to the enzymatic inhibition assays and the subsequent kinetic analysis were
described. The chapter four, Discussion, contains the integrated discussion of these
results. Chapter five, Conclusions, summarizes the main conclusions of the performed
work. Lastly, chapter six, References, has the bibliographical references that supported
the development of this work.
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1. Introduction

1

1.1 Chalcones
The medicinal use of natural products, namely compounds that are derived from
natural sources such as plants, animals or microorganisms, has been largely applied since
the primordial human history. As example, our earliest ancestors chewed on certain herbs
to relieve pain, or wrapped leaves around wounds to improve healing. Currently, in less
developed countries, natural products constitute almost the sole means to treat diseases and
injuries (1).
The modern tools of chemistry and biology have allowed the isolation and the
structure elucidation of complex natural products, contributing for the improvement of the
drug discovery and development of new pharmacological drugs with therapeutic value.
Together, the safety, easy access, and chemical diversity, make these compounds attractive
as potential therapeutic agents (1, 2).
Studies on plant secondary metabolites have been increasing over the last years,
with special attention to their health benefits and modulatory effects against several human
diseases. As natural phytochemicals, polyphenols are among the most abundant and widely
distributed secondary metabolites of plants, being important constituents of the human diet
(3, 4). These compounds are largely found in fruits, vegetables, tea, coffee, chocolate,
legumes, cereals, and beverages. As example, 100 g of fruits, including grapes, apple, pear,
cherries, and berries, contain 200-300 mg of polyphenols. Moreover, a cup of tea, coffee or
a glass of red wine, contain more than 100 mg (5, 6). Polyphenols comprises a
heterogeneous group of molecules, where more than 8000 phenolic structures have been
already identified (5). These compounds contain at least one aromatic ring with one or more
hydroxyl groups in ortho, meta, and/or para positions (Fig. 1) (7, 8). The distribution and
diversity of polyphenols originate different types of classification based on: their sources,
biological activities and chemical structures (8). The most important polyphenol subgroups
may be classified, based on the number of phenol rings and structural elements that bind
theses rings, into: phenolic acids (include the benzoic acids and cinnamic acids, based on
C1-C6 and C3-C6 skeletons, respectively); stilbenes (C6-C2-C6 structure); flavonoids (C6C3-C6 structure) and lignans (C6-C4-C6 structure) (Fig. 1) (4, 5, 9, 10).
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Polyphenols

Phenolic acids

Stilbenes

Flavonoids

Lignans

Benzoic acid
C1-C6

C6-C2-C6

C6-C3-C6

C6-C4-C6

Cinnamic acid
C3-C6

Fig. 1: Main polyphenol subgroups and their respective chemical structure backbone,
based on the number of phenol rings and structural elements that bind these rings (4, 10).
Flavonoids are the most abundant polyphenols in the human diet (representing
60% of the polyphenolic compounds) and are distributed in a wide variety of plants (4, 7,
11). These compounds play several important functions in plants, such as protection against
pathogens and ultraviolet radiation and are also responsible for a wide range of plant
pigmentation patterns (12, 13). In addition, flavonoids are associated with a wide variety of
health-promoting effects and biological activities, due to their antioxidant, antiinflammatory, anti-mutagenic and anti-carcinogenic properties (13). Their biochemical
actions depend on the presence and position of substituent groups (12). Chemically,
flavonoids are based upon a fifteen-carbon skeleton consisting of two benzene rings (A and
B) linked through three carbons, that form the C6-C3-C6 backbone (Fig. 2). The C3
intermediate chain can assume different configurations, ranging from open to heterocyclic
chains, condensed with the aromatic A ring. Most of the flavonoids are phenyl benzopyran
derivatives, in which the three carbons form an oxygenated heterocycle ring (C ring) (8, 14).
Flavonoids can be classified based on the C ring hydroxylation and opening, into their main
subclasses, namely: isoflavones, anthocyanins, dihydroflavonols, flavanones, flavones,
flavan-3-ols, flavonols, dihydrochalcones and chalcones (Fig. 2) (14-16).
3

Flavonoids

Isoflavones

Anthocyanins

Dihydroflavonols

Flavanones

Flavones

Flavan-3-ols

Flavonols

Dihydrochalcones

Chalcones

Fig. 2: Main flavonoid subclasses and their respective chemical structure backbone, based
on the C ring hydroxylation and opening (14-16).
Chalcones are considered one of the most important subclasses of flavonoids,
characterized as the open-chain precursors of flavonoids (17). They also contain a C6-C3C6 backbone, with an unsaturated C3 chain structure linking the A and B rings, instead of
a heterocycle C ring (Fig. 2) (13, 18, 19). Naturally occurring chalcones are biosynthesized
through the polyketide and phenylpropanoid pathways and have been isolated from
different parts of plants (20). Over the last years, increasing attention has been dedicated
to chalcones, due to their simple chemistry, ease of synthesis, diversity of substituents,
safety, and a vast number of recognized biological activities (21-23) (Fig. 3) that will be
discussed in the section 1.1.5.
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Ease of synthesis

Chalcones

Biological activities
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Fig. 3: The characteristics that contribute for the importance of chalcones on drug
discovery.
This interest by the scientific community is represented in the Fig. 4, which show
the increasing number of published papers in the Pubmed database in the last 17 years.
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Fig. 4: Number of publications with the word “chalcones” or “chalcone” on the PubMed
database, from 2000-2017.
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The diversity of chalcones found in the Plantae Kingdom and the above mentioned
peculiar characteristics, have inspired the synthesis of different new chalcone derivatives
(24), in order to obtain more effective chemical structures in the management and/or
treatment of several diseases, such as DM, obesity, tuberculosis and cancer (25). A growing
number of new techniques and synthetic routes have been reported for the synthesis of
chalcones. The development and isolation of novel chalcones constitute a promising
approach for the design and discovery of new chemicals as potential pharmacological drugs
(26). Their chemistry and classification, occurrence and distribution on nature,
biosynthesis, chemical synthesis and biological activities will be described in the next
sections.

1.1.1 Chemistry / Classification
Carthamin was the first chalcone described as a naturally occurring compound
from Carthamus tinctorius, known as safflower, a dye plant widely used in India (27).
In 1899, Kostanecki together with Josef Tambor, introduced the term “chalcone”
(28). “Chalcone” is a generic term used to describe compounds with a 1,3-diarylprop-2-en1-one framework (Fig. 5). These compounds are also known as benzalacetophenone or
benzylidene acetophenone. The term chalcone is derived from the Greek word “chalcos”,
meaning “bronze”, which results from the colour of the majority of chalcones, that is due to
the presence of the chromophore -CO-CH=CH-, or to other auxochromes (18, 29).
The existence of a double bond between α and β carbons, results in either cis (Z)
and trans (E) (Fig. 5) isomeric forms, of which the trans is the most thermodynamically
stable (21, 24, 30), making it the most common configuration among chalcones (17), being
this representation system followed throughout this work. In what concerns the
nomenclature, the phenyl ring linked to the carbonyl group is defined as A ring, numbered
from 1’ to 6’, and the B ring is numbered from 1 to 6, and this numeration system is used
throughout this thesis (Fig. 5) (18, 29, 31).
Chalcones’ properties depend on the ring substitutions and on the presence of the
α, β-unsaturated ketone moiety (31). The α, β-unsaturated ketone moiety makes chalcones
biologically active, and the exclusion of the carbonyl system, makes them biologically
inactive, ensuring stability in both cis and trans forms. Chalcones display conjugated double
bonds with absolute delocalization and two aromatic rings with π bonds, which confers
moderately low redox potential and the possibility of occurring electron transfer reactions
(18).
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Fig. 5: Structural and numerical representations of chalcone isomeric forms (17).
As above mentioned, chalcones are secondary metabolites of terrestrial plants and
are considered precursors of the biosynthesis of flavonoids (32, 33). Indeed, chalcones are
one of the most structurally diverse group of flavonoids (34), due to the number and
positions of the several substituents, including hydroxyl, methoxy, methyl, prenyl, geranyl,
lavandulyl, pyran, furan and glycosyl derivatives (Fig. 6) (23, 32).

Isoliquiritigenin (1)
Hydroxylated chalcone

Isobavachalcone (4)
Prenylated chalcone

Lonchocarpin (7)
Pyrano chalcone

Echinatin (2)
Methoxylated chalcone

Xanthoangelol (5)
Geranylated chalcone

Ovalitenin A (8)
Furano chalcone

Aurentiacin (3)
Methylated chalcone

Kushenol D (6)
Lavandulylated chalcone

Marein (9)
Glycosylated chalcone

Fig. 6: Examples of naturally occurring chalcones with hydroxyl (1), methoxy (2), methyl
(3), prenyl (4), geranyl (5), lavandulyl (6), pyran (7), furan (8) and glycosyl (9)
substituents.
Rozmer and Perjési (23) reported the existence of more than 400 naturally
occurring chalcones (a research from 1975 until 2014). Hydroxylated (1, Fig. 6) and
methoxylated (2, Fig. 6) are the most commonly chalcones found in nature (35). In the
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Rozmer and Perjési’s study (23), among the 400 identified natural chalcones, almost 100
were hydroxyl and/or methoxy substituted in both A and/or B rings. Also, the number of
hydroxyl and methoxy moieties may vary between 1 and 6, being the tri, tetra and pentasubstituted the most commonly found. Chalcones with the same substituent groups in A
and/or B rings are uncommon, as example, only 13 compounds presented only hydroxyl
group substituents and 3 had only methoxy substitutions (23).
An important and common group within the natural occurring chalcones is the
prenyl one. The term ‘prenylchalcones’ includes the compounds with prenyl (4, Fig. 6),
geranyl (5, Fig. 6) and farnesyl (lavandulyl-groups) (6, Fig. 6) side attachments. The most
frequent type of prenylation is represented by the 3,3-dimethylallyl substitution (prenyl
group). The prenylated chalcones can also have hydroxyl and/or methoxy groups.
Generally, most chalcones are C-prenylated being the O-prenylated chalcones the most
uncommon type (23, 32).
Besides the above mentioned substitutions (Fig. 6), and despite the majority of
natural chalcones being found in monomeric form (23), chalcones can also occur as dimers
(10, Fig. 7), heterodimers (11, Fig. 7) and oligomers (12, Fig. 7) (32, 36).

Rhuschalcone II (10)
Dimeric chalcone

6’’’- Hydroxylophirone B (11)
Heterodimeric chalcone

Azobechalcone (12)
Oligomeric chalcone

Fig. 7: Examples of natural chalcones occurring as dimers (10), heterodimers (11) and
oligomers (12).
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1.1.2 Occurrence
Chalcones were originally discovered as yellow flower pigments in the Asteraceae
family (also known as Compositae), which includes a very large and widespread family of
flowering plants (23). Thus, chalcones are the secondary metabolites responsible for the
yellow pigments found in certain flowers, crucial for the attraction of pollinators such as
insects and birds. Along with the other flavonoids subclasses, chalcones also play a central
role in plant radiation protection, pathogen defence, seed dispersal and enzyme inhibition
(32). However, these natural compounds are not restricted to flowers. Chalcones are also
widely distributed in other parts of the plants, namely in leaves, fruits, roots stem, resin and
seeds (30, 32). A high number of chalcones has been identified in the Leguminosae
(Fabaceae) and Moraceae families (23). In the Leguminosae family, chalcones are mostly
obtained from the root (23) and have been found mainly in the genera Glycyrrhiza,
Crotalaria, Derris, Flemingia, Lonchocarpus, Milletia, Sophora and Tephrosia. The genus
Glycyrrhiza, known as licorice, includes around 30 species, being Glycyrrhiza inflata one
of the species with the highest number of isolated chalcones in nature, namely
isoliquiritigenin (1, Fig. 8) and licochalcone A (13, Fig. 8) (26, 37). Another relevant specie
from Leguminosae family is Psoralea corylifolia, which contains a large amount of
chalcones, and is particularly rich in isobavachalcone (4, Fig. 6) (26, 38).
In Moraceae family, chalcones are well distributed among the different plant parts,
namely in leaves, twigs and roots. This family is well-known for its high content in
chalcones, namely in the genera Artocarpus, Dorstenia and Morus. The species Artocarpus
communis, Dorstenia barteri and Morus nigra contain a large amount of chalcones (23).
In the Asteraceae family, chalcones are usually distributed in the aerial part, leaves,
flowers and stem. Various chalcones have also been isolated from the Helichrysum genera,
in which the specie Helichrysum forskahlii has the higher quantity. The specie Metalasia
cymbifolia also exhibit a considering variety of chalcones (23).
Along with Glycyrrhiza inflata (Leguminosae), Humulus lupulus and Angelica
keiskei are the species with the greatest number of isolated chalcones (23, 39). The specie
Humulus lupulus, from Cannabinaceae family, known as hop plant, contains xanthohumol
(14, Fig. 8), a prenylated chalcone. This plant is commonly used in beer production, to add
bitterness and flavour. Consequently, beer is one of the major dietary source of
xanthohumol (40).
Angelica keiskei (from Umbelliferae family) is an edible plant known in Japan as
“ashitaba”, which has various types of chalcones in its constitution (41). Angelica keiskei
has been consumed as a healthy food with recognized biological activities, such as anti-
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inflammatory, anti-obesity and anti-tumor, particularly attributed to the presence of
xanthoangelol (5, Fig. 6) (42).
Some identified natural occurring chalcones and its distribution in nature are
summarized in Fig. 8.

Isoliquiritigenin (1)

Seeds of Cicer arietinum
(Chickpea)
Reference (43)

Isobavachalcone (4)

Heliannone A (16)

Fruits of Piper longum
(Long peper)

Leaves of Helianthus annuus
(Sunflower)
Reference (48)

Reference (44)

Naringenin chalcone (15)

Licochalcone A (13)

Skin of Lycopersicon esculentum
(Tomato)

Roots of Glycyrrhiza inflata
(Licorice)

Reference (47)

Reference (45)

Xanthohumol (14)

Resin parts of Humulus lupulus
(Hop)
Reference (46)

Fig. 8: Some examples of natural occurring chalcones, their chemical structures and
distribution in nature.
1 (43) 4 (44) 13 (45) 14 (46) 15 (47) 16 (48)
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1.1.3 Biosynthesis
Chalcones can be biosynthesized in specific plant tissues in response to various
internal and external factors, such as the plant development, the nutrient status,
environmental variations and stress induction (32).
The chalcone biosynthesis consists in the conjunction of two biosynthetic
pathways, the polyketide and the phenylpropanoid, responsible for the formation of A and
B rings, respectively (Fig. 9). In the phenylpropanoid pathway, the enzyme phenylalanine
ammonia-lyase (PAL) is responsible for the removal of an amino group of the amino acid
phenylalanine (key phenylpropanoid precursor), originating cinnamic acid. The cinnamic
acid follows two stepwise enzymatic conversions, catalysed by cinnamate 4-hydroxylase
(C4H) and 4-coumarate CoA-ligase (4CL), leading to the formation of 4-coumaroyl-CoA,
the main precursor of chalcones (23, 32). Simultaneously, in the polyketide pathway, the
reaction of acetyl-coA with acetyl-coA carboxylase (ACC) results in the production of
malonyl-CoA (32). The production of chalcones results from the condensation of one
molecule of 4-coumaroyl-CoA with three malonyl-CoA molecules, which is catalysed by the
chalcone synthase (CHS) (49). Besides 4-coumaroyl-CoA, CHS can also use caffeoyl-CoA,
hexanoyl-CoA, benzoyl-CoA or feruloyl-CoA. However, coumaroyl-CoA is the most
efficiently used and, in some cases, the exclusive substrate of these enzyme (23, 36).
CHS is a key enzyme responsible for the biosynthesis of chalcones. CHS is a
representative member of type III polyketide synthases (PKS), responsible for the
biosynthesis of different metabolites in plants. CHS is activated by environmental and
developmental stimuli, depending on the stress conditions, such as UV light, fungal and/or
bacterial infections (23, 50). Besides CHS, a growing number of functionally divergent CHSlike type III PKS have been identified (51). In general, these enzymes originate a complete
series of decarboxylation, condensation, cyclisation and aromatization reactions with a
single active site, which can result in the formation of two main types of chalcones, differing
on the presence of a hydroxyl group at the 6’ position. The condensation of malonyl-CoA
with 4-coumaroyl-CoA, catalysed by CHS, result in the formation of 6’- hydroxychalcones,
as naringenin chalcone (15, Fig. 9). Plants generally produce chalcones with a hydroxyl
group at the 6’ position, however, in some plants, such as in Leguminoseae family, the
presence of a second polyketide reductase leads to the formation of other chalcones. If
chalcone reductase (CHR) is simultaneously active with CHS (CHS/CHR), 6’deoxychalcones are produced, as isoliquiritigenin (1, Fig. 9). In both cases, 6’hydroxychalcones or 6’- deoxychalcones, are substrates and key intermediates for the
synthesis of other flavonoids (23, 32).
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Phenylpropanoid pathway

Polyketide pathway

Phenylalanine

Acetyl-CoA

PAL

Cinnamic acid
ACC

C4H

4-Coumaric acid
4CL

x3
4-Coumaroyl CoA

Malonyl-CoA

CHS
Example:

CHS/CHR
Example:

Naringenin chalcone

Isoliquiritigenin

Fig. 9: Summary of the biosynthesis pathway of chalcones.
4CL, 4-coumarate CoA-ligase; ACC, acetyl-CoA carboxylase; C4H, cinnamate 4-hydroxylase;
CHR, chalcone reductase; CHS, chalcone synthase; PAL, phenylalanine ammonia-lyase.
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1.1.4 Chemical synthesis
The privileged chalcone scaffold remained a fascination among researchers in the
21st

century, due to the great number of replaceable hydrogens, which allow the synthesis of

a large number of derivatives (17). Although chalcones occur naturally, their isolation from
natural sources involves extended procedures. Due to the time-consuming and intensive
processes of isolation techniques, synthetic chalcones appeal the attention of the
researchers. Therefore, it is possible, through an efficient and simple synthesis, to obtain,
in large amounts, chalcone derivatives with various functional groups (52). Recent
literature describes several procedures for the synthesis of chalcones and several
researchers search for alternative routes for the synthesis of this type of compounds and
new derivatives with improved properties (31). In each of these procedures, the most
important part is the condensation of two aromatic systems (with nucleophilic and
electrophilic groups) to form the chalcone structure (17). Several techniques have been
explored for the synthesis of chalcones. The most commonly used are Claisen−Schmidt
condensation, Suzuki coupling reaction, Carbonylative Heck coupling reaction,
Julia−Kocienski olefination, Friedel−Crafts acylation reaction (26, 29), that are
summarized below:
•

Claisen−Schmidt condensation

Among all methods, the Claisen−Schmidt condensation, also known as Aldol
Condensation, is the most used technique and is one of the most classical reactions in
organic chemistry, because of the accessibility of the preliminary materials, such as
acetophenones and benzaldehydes (31, 53, 54). Claisen−Schmidt condensation (Fig. 10)
consists in a condensation of acetophenone and benzaldehyde derivatives, in the presence
of alkaline or acid catalysts in liquid solvent, for several hours. The resulting chalcone
comprise the A ring substituents provided by the acetophenone and B ring substituents
supplied by the benzaldehyde. Some improvements to this technique have been done, that
include solvent-free conditions, microwave and ultrasound irradiation, which results in
reduced synthesis time and in the increased yield of the reaction (17, 26, 31).

Base or acid

A

Acetophenone

+

B

Benzaldehyde

A

B

Chalcone

Fig. 10: Classical Claisen−Schmidt condensation (17).
13

•

Suzuki coupling

In the Suzuki coupling reaction (Fig. 11), two possible approaches are possible for
the chalcone synthesis: one that involves the coupling of benzoyl chloride with styrylboronic
acid (Fig. 11 A), and another that involves the coupling between phenylboronic acid and
cinnamoyl chloride (Fig. 11 B). Both reactions occur in the presence of palladium catalysts,
base and anhydrous toluene (17, 29).
Pd
Base
Toluene

+

A

Styrylboronic acid

Benzoyl chloride

B

Pd
Base
Toluene

+
Phenylboronic acid

Chalcone

Cinnamoyl chloride

Chalcone

Fig. 11: Suzuki coupling reaction (17).

•

Carbonylative Heck coupling

Carbonylative Heck coupling reaction (Fig. 12) involves the carbonylative
vinylation between a phenyl halide and a styrene, in the presence of carbon monoxide and
a palladium catalyst (17).

+
Phenyl halide

Pd

+
Carbon
monoxide

Styrene

Chalcone

Fig. 12: Carbonylative Heck coupling (17).

•

Julia−Kocienski olefination

Julia−Kocienski olefination (Fig. 13), that is a modification of the classical Julia
olefination reaction, is based in the coupling between heteroarylsulfones and carbonyl
compounds, in basic media, in a one-step protocol to produce chalcones (55).
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Base

+
Benaldehyde

Heteroarylsulfone

Chalcone

Fig. 13: Julia−Kocienski olefination (29).

•

Friedel−Crafts acylation

Chalcones can be synthesized by the Friedel−Crafts acylation reaction (Fig. 14) of
an aromatic ether and a cinnamoyl chloride, in the presence of a strong Lewis acid catalyst,
such as AlCl3, that is essential to increase the polarity (29).

AlCl3

+
Aromatic ether

Cinnamoyl chloride

Chalcone

Fig. 14: Friedel−Crafts acylation (29).

1.1.5 Biological activities
Over the years, naturally occurring chalcones, isolated from different plants, and
various compounds inspired on the chalcone skeleton, have attracted much interest, not
only due to the above mentioned synthetic and biosynthetic perspectives, but also due to
the promising biological activities (Fig. 15) (21). There are several reviews about the
biological activities of natural and synthetic chalcones, highlighting their pharmacological
potential (23, 26, 34).
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Biological activities of
chalcones

Anti-bacterial

Anti-parasitic

Licochalcone C (17)

Licochalcone A (13)

Anti-viral

Anti-cancer

Antiinflammatory

Xanthoangelol (5)

Isoliquiritigenin (1)

Anti-allergic

Anti-obesity

Xanthohumol (14)

Antioxidant

Licochalcone B (18)

Anti-fungal

Isobavachalcone (4)

Naringenin chalcone (15)

Antihypertensive

Isoliquiritigenin (1)

Isoliquiritigenin (1)

Anti-diabetic

4-Hydroxyderricin (19)

Fig. 15: Biological activities of chalcones, followed by some examples of chalcones
displaying the respective activity (23, 29).
As displayed in Fig. 15, chalcones exhibit a wide range of biological activities,
including anti-bacterial activity (56, 57). This activity has been related to the ability of the
unsaturated ketone of chalcones to react with the nucleophilic group of essential proteins
of bacteria. As example, licochalcone A (13, Fig. 15) and licochalcone C (17, Fig. 15) showed
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effective anti-bacterial activity, especially against Bacillus subtilis, Staphylococcus aureus
and Micrococcus luteus (30). Tuberculosis, caused by Mycobacterium tuberculosis, is a
global health problem, being one of the top causes of death worldwide, alongside with the
human immunodeficiency virus (HIV) (58). Mycobacterium tuberculosis, Mycobacterium
bovis, Mycobacterium kansasii, Mycobacterium xenophii and Mycobacterium marinum
were also inactivated by licochalcone A (13, Fig. 15) (30), indicating that this chalcone might
be of interest as an anti-bacterial drug (23). Nielsen et al. (59) studied A ring substituted 4’carboxy chalcones and demonstrated that these compounds were interesting as antibacterial compounds.
Chalcones have also revealed anti-parasitic properties, namely against Leishmania
protozoan parasite, acting as anti-leishmanial agents. Licochalcone A (13, Fig. 15) and
kanzonol C (20, Fig. 16) exhibited potent anti-leishmanial activity, mainly by the
interference with the mitochondria activity of the parasite (60) (61, 62). Zhai et al. (63)
tested new oxygenated chalcones that inhibited the in vitro growth of parasites, which might
be also a consequence of the interference with the function of the mitochondria of the
parasite. Chalcones are also described as anti-malarial agents. Malaria parasites are microorganisms that belong to the genus Plasmodium (64, 65). Licochalcone A (13, Fig. 15) is one
of the most promising compounds. Xanthohumol (14, Fig. 15), was also found to be active
as an anti-malarial agent (23). 2,4-Dimethoxy-4′-butoxychalcone (21, Fig. 16) (66), an
analogue of licochalcone A, exhibited potent anti-malarial activity and might lead to a novel
anti-malarial drug.

Kanzonol C (20)

2,4-Dimethoxy-4’-butoxychalcone (21)

Fig. 16: Kanzonol C and 2,4-dimethoxy-4’-butoxychalcone, examples of an effective antileishmanial agent and an anti-malarial agent, respectively.

Anti-fungal activity of chalcones has also been described (67, 68). Isobavachalcone
(4, Fig. 15) showed inhibitory activity against Candida albicans and Cryptococcus
neoformans (23). Gupta and Jain (67) synthesized new derivatives of chalcones and showed
their anti-fungal activity against Microsporum gypseum.
Chalcones have also anti-viral (69, 70) properties that depend on their substitution
patterns. Xanthohumol (14, Fig. 15) may represent some potential as a novel therapeutic
agent for acquired immunodeficiency syndrome (AIDS), caused by HIV (30).
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Several natural and synthetic chalcones revealed anti-cancer activity (71), which is
one of the most studied biological activities of these compounds (26). Chalcones display
anti-cancer activity through multiple mechanisms, including cell cycle disruption,
angiogenesis inhibition, apoptosis induction, tubulin polymerization inhibition, etc (72). As
example, xanthoangelol (5, Fig. 6) induces apoptotic cell death in neuroblastoma and
leukemia cells (73). Xanthohumol (14, Fig. 15) may be an interesting chemopreventive
agent against prostate carcinogenesis, by induction of apoptosis and down-regulation of the
nuclear factor kappa B (NK-κB), a transcription factor involved in inflammatory diseases
and cancer (21). In Syam’s study (74) some chalcones were synthesized and tested against
human cancer cell lines, including human breast, lung, prostate, colorectal and liver cells.
Most of the compounds were very active cytotoxic agents and induced apoptosis in the
studied cancer cell lines.
The anti-inflammatory (75, 76) and antioxidant (77, 78) activities of chalcones are
also well known. Inflammation is a biological response comprising complex cytological and
chemical reactions, in response to an injury or harmful stimuli that together protect our
organism. However, the persistence of inflammation in the body leads to various
complications and diseases, such as atherosclerosis, diabetes and cancer. Chalcones have
been reported as good anti-inflammatory agents, namely isoliquiritigenin (1, Fig. 15) and
naringenin chalcone (15, Fig. 15). The antioxidant activity of natural compounds is also
relevant. In chalcones this activity is associated with the hydroxyl and methoxy
substitutions, as demonstrated by the activities of isoliquiritigenin (1, Fig. 15), licochalcone
B (18, Fig. 15) and by other hydroxylated chalcones (23).
Chalcones were also found to act as anti-allergic compounds, through the inhibition
of histamine release. Naringenin chalcone (15, Fig. 15) is one of the most effective chalcones
in reducing the allergic symptoms (79).
Anti-obesity properties have also been studied, and isoliquiritigenin (1, Fig. 15)
demonstrated some potential in the inhibition of triacylglycerol acyl hydrolase, the main
lipolytic enzyme, which is one of the approaches for the development of novel anti-obesity
drugs (80).
Chalcones also display anti-hypertensive activity (81, 82). Hypertension is
associated with an increased cardiovascular risk, constituting one of the major public health
problems. Isoliquiritigenin (1, Fig. 15) display cardioprotective effects, due to the protection
against myocardial ischemia and the decrease of the plasma total cholesterol and
triglycerides levels (23).
DM is one of the major public health problems with epidemic proportions, thereby,
the anti-diabetic potential of chalcones, one of the most relevant biological activity of these
compounds, will be the focus of this work.
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1.2 Diabetes mellitus
DM is one of the main worldwide emergency issues of the 21 st. century. It is,
perhaps, one of the oldest diseases, first described in Egyptian manuscripts about 3000
years ago (83). The term “diabetes” is derived from the Greek word “Diab” and means “pass
through heavy thirst and frequent urination”, and “mellitus” is derived from the Latin and
means “sweetened with honey”, and refers to the presence of glucose in urine (84). DM is a
group of metabolic disorders, with abnormalities in the metabolism of carbohydrates, lipids
and proteins, and is characterized by the presence of chronic elevated levels of glucose in
blood, known as hyperglycaemia (83, 85). DM occurs when β cells of the pancreatic islets of
Langerhans do not produce sufficient insulin (Fig. 17), a peptide hormone that regulates the
glucose levels in blood, or when cells do not respond properly to the insulin that is produced,
or even in both situations. In non-diabetic subjects, insulin binds to specific receptors
present on many cells, including fat, liver and muscle cells, stimulating glucose uptake and
balancing blood glucose levels (Fig. 18) (86).
Islets of
Langerhans

Blood
vessel

Pancreas

Insulin

Fig. 17: Pancreatic islets of Langerhans and insulin release. Adapted from (87).
Blood vessel

Glucose

Glucose
transporters

Insulin
receptor

Insulin
production
β cells

Cell
Insulin

Fig. 18: Schematic representation of insulin release and glucose uptake in non-diabetic
subjects. Adapted from (88).
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International Diabetes Federation (IDF) (89) reported that, in 2017, DM caused
almost 4.0 million deaths, which corresponds to 1 death at every eight seconds. It was
estimated that 425 million people have DM and 352 million have impaired glucose tolerance
(IGT), which is characterized by high glucose levels after a meal, with a consequent high risk
of developing DM in the future. It is important to note that 212.4 million (50%) of the people
with DM are undiagnosed. Furthermore, it was estimated that, by 2045, the number of
patients with DM will increase to 629 million (Fig. 19) (89). The global estimative of the
number of diabetic patients per globe region, in 2017 and 2045, is represented in Fig. 19.
Particularly in Europe, in 2017, the estimated number of people with DM is 58 million,
including 22 million of undiagnosed cases. 36 Million people was estimated to have IGT.
Europe has the highest prevalence of children and adolescents with type 1 DM, near
286,000 children, with a growth of 28,200 new cases per year. In 2017, it was estimated
that in Portugal the prevalence of DM was 13.9%, representing more than 1 million of adults,
from whom, near 460,000 were undiagnosed. During this year, it was also estimated that,
in Portugal, almost 8000 deaths are due to DM (89).
North America
and Caribbean
2017 46 million
2045 62 million

Middle East and
North Africa
2017 39 million
2045 82 million

Europe
2017 58 million
2045 67 million

World
2017 425 million
2045 629 million
1 in 2 adults with
DM is undiagnosed
4 million deaths
caused by DM

South and
Central America
2017 26 million
2045 42 million

Africa
2017 16 million
2045 41 million

South East Asia
2017 82 million
2045 151 million

Western Pacific
2017 159 million
2045 183 million

Fig. 19: Estimated number of people living with DM worldwide and per region, in 2017
and 2045, according to the last estimative by IDF (89).

1.2.1 Classification of Diabetes mellitus
The classification of DM has been a continuous subject of debate and revision over
many decades (89). The American Diabetes Association (ADA) (90) classifies DM into four
main types: type 1 DM, type 2 DM, gestational DM (GDM) and other currently accepted
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specific types. ADA (90) also classifies an intermediate form between normal glucose levels
and DM, characterized as “prediabetes”.
•

Type 1 Diabetes mellitus

Type 1 DM represents around 7-12% of all cases of DM (89) and includes two forms,
idiopathic and autoimmune DM. Idiopathic type 1 DM is an unusual form with unknown
cause, with almost complete insulin deficiency and no evidence of autoimmunity. Although
being a rare form, most patients are of African or Asian descent. This category of type 1 DM
exhibits a strong hereditary component and lacks immunological evidence for β cell
autoimmunity (91, 92).
Autoimmune type 1 DM (Fig. 20) (70-90% of the patients with type 1 DM),
previously known as insulin-dependent, juvenile or childhood-onset DM, involves an
autoimmune destruction of the insulin-producing β cells in the pancreas, which results in a
deficient insulin production (86). Autoimmune type 1 DM is associated with the formation
of autoantibodies that can occur years before the onset of any clinical symptoms, serving as
biomarkers of the development of autoimmunity. The cause of β cell autoimmunity remains
unknown. However, it is believed that is related to a combination of specific genetic and
environmental factors. The disease starts with the appearance of autoantibodies, with
consequent pancreatic β cell destruction. It results in insulin insufficiency, and patients
develop life-threatening hyperglycaemia. With the disease progression, symptoms such as
thirst, weight loss and frequent urination appear (88). These symptoms often appear in
children and adolescents, however, can also appear in adults. The progression of the disease
is extremely individualized (93). Almost all patients require daily administration of insulin
to regulate the amount of glucose in blood, in order to achieve normoglycaemia (91).
Blood vessel

Glucose
Glucose
transporters

Insulin
receptor

Pancreas failure to
produce insulin

Autoantibody

Cell
Insulin
β cells
destroyed

Fig. 20: Schematic representation of autoimmune type 1 DM. Adapted from (88).
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•

Type 2 Diabetes mellitus

Type 2 DM (Fig. 21) is an expanding global health problem and is the predominant
form of DM, representing 87-91% of all cases. This condition was previously designated as
non-insulin-dependent or adult DM (89). Type 2 DM is characterized by impaired insulin
secretion from pancreatic β cells, insulin resistance in target tissues, such as muscle, liver
and adipose tissue, or a combination of both. Hyperglycaemia occurs when insulin secretion
fails to compensate the insulin resistance (94, 95). Insulin resistance, the pathologic term
for reduced insulin sensitivity, is the suppression or delay of an organ or tissue to respond
to insulin’s hormonal signal (96). Although the specific cause remains unclear, it did not
seem to be related with the autoimmune destruction of β cells. Commonly, type 2 DM
remain undiagnosed for several years, because the hyperglycaemia develops gradually, and
patients are asymptomatic (91). However, the disease progression in patients can vary
considerably (95). In type 2 DM patients, postprandial hyperglycaemia, which refers to
plasma glucose concentrations after meals, is one of the initial abnormalities in glucose
homeostasis. Insulin levels are insufficient to control postprandial hyperglycaemia.
Consequently, higher and prolonged postprandial hyperglycaemia levels are detected in
patients with type 2 DM, than in nondiabetic individuals. The prevalence and incidence of
various complications, such as heart attack, stroke, kidney failure, vision loss and nerve
damage, have been correlated with postprandial hyperglycaemia (97). Type 2 DM, as type 1
DM, are multifactorial diseases. Type 2 DM has been related with older onset (often >35
years old, however recently it has occurring more often in youth) and overweight and/or
obesity, and with genetic factors (83, 86). This condition can be managed with lifestyle
adjustments and/or oral hypoglycaemic agents and, in most cases, insulin therapy is not
needed (98).
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Fig. 21: Schematic representation of type 2 DM. Adapted from (95).
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•

Gestational Diabetes mellitus

GDM is defined as a glucose intolerance, with onset or first recognition during
pregnancy that can increase the risk of some complications for both the mother (e.g.
preeclampsia and caesarean section) and the foetus (e.g. hypoglycaemia, obesity,
hyperbilirubinemia, or DM later in life) (99). Similarly to the other types of DM, GDM is
characterized by an insufficient response of the pancreatic β cells, which are unable to
compensate the extra demand for insulin production during the pregnancy, resulting in
high blood glucose levels. It is estimated that almost 10% of women diagnosed with GDM
have DM after delivery (100). As with the other types of DM, the factors associated with
GDM include obesity, age and genetic factors. Almost 70-85% of the cases are controlled
with nutritional and physical counselling (99). However, if this multidisciplinary
management fails, pharmacotherapy might be necessary, namely insulin treatment or oral
anti-diabetic agents can be used if maternal glucose levels and/or fetal growth parameters
demonstrate increased risk of perinatal complications (100).
•

Other specific types

There are other, most uncommon types of DM (around 1-3% of all DM cases), as
monogenic and secondary DM. Monogenic DM, in contrast with the other types of DM, that
require a combination of genetic and environmental factors, is characterized as a single
genetic mutation in an autosomal dominant gene. Examples of monogenic DM include
neonatal DM and maturity-onset diabetes of the young (MODY) (86, 89, 91).
Secondary DM arises as a consequence of other diseases, including genetic defects
in the insulin action, associated with mutations of the insulin receptor; diseases of the
exocrine

pancreas

such

as

pancreatitis;

dysfunctions

associated

with

other

endocrinopathies; dysfunctions caused by drugs or chemicals; infections; uncommon forms
of immune-mediated DM and other genetic syndromes associated with DM, as Down and
Turner syndromes (86, 91).
•

Prediabetes

Without fulfilling the standards for the diagnosis of DM, an intermediate form can
occur, characterized by the transition among normal blood glucose levels and DM, which is
known as “prediabetes”, “intermediate hyperglycaemia” or “high risk state of developing
diabetes”. Prediabetes is characterized by impaired fasting glucose (IFG) and/or IGT (90).
Individuals with IFG levels are characterized by fasting glucose levels that are too high to
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consider normal, however, do not reach the criteria value for DM diagnosis. Individuals
with IGT display higher glucose levels than normal individuals after a meal. However, it is
not considered enough to be diagnosed as DM (89, 95). Prediabetes is the precursor stage
before DM, especially type 2 DM (86), in which, every year, 5–10% of individuals become
diabetic, and the same proportion return to normoglycaemia. Near to 80% of the individuals
remain in their abnormal glycaemic state (101). Lifestyle modifications are the main factor
to prediabetic individuals return to normal blood glucose levels (90).

1.2.2 Risk factors
There are many factors that can influence the progress of DM, and the most
significant are lifestyle behaviours, related with urbanization, which include a diet
constituted by processed foods (with a high fat content and refined carbohydrates) and
physical inactivity. Together, these factors increase the risk of occurrence of obesity and/or
overweight and consequently the development of type 2 DM (89). Some of the risk factors
of DM, such as genetics, ethnicity and age cannot be modified. However, there are other risk
factors, as overweight, obesity, unhealthy diet, smoking and insufficient physical activity
that can be altered, resulting in significant disease improvements (86). Fig 22 summarizes
the most commonly described risk factors of DM and its incidence.
Smoking: In healthy individuals, acute smoking showed an increased insulin resistance and a
decrease of glucose uptake (10-40%) when compared with non-smokers (102).
Unhealthy diet: It is correlated to obesity, which can result in DM. Nutrition therapy can
decrease the glycosylated haemoglobin (A1C) level by 0.3-1% in type 1 DM and 0.5-2% in type 2
DM (103).
Genetics: DM results of a strong hereditary component. The risk of developing type 1 DM is 6%
when one parent is affected and >30% when both are. For type 2 DM, it is 40% when one parent
is affected and almost 70% if both are (104).
Overweigh: Influence the progress of insulin resistance and disease evolution in type 2 DM.
80% of DM patients are overweight/obese (105).

Age: 98 Million people between 65-79 years have DM (89) and near 90% have type 2 DM. This
could be related with the decrease of insulin secretion and β cell sensitivity with aging (106).

Physical inactivity: It is responsible for 7% of the burden of type 2 DM (107). Walking for at
least 30 minutes per day, reduce the risk of type 2 DM by near 50% (108).

Fig. 22: Risk factors of DM.
A) (102) B) (103) C) (104) D) (105) E) (89) F) (106) G) (107) H) (108)

24

1.2.3 Pathophysiology
In order to maintain normal body functions, the human body require a continuous
balance of the blood glucose levels (109). Glucose is an essential source of cellular energy,
and although all cells require glucose, 50% of the body’s glucose is used by the brain, 25%
by the liver and gastrointestinal tissue, and the remaining 25% by the insulin-dependent
tissues, including muscle and adipose tissue. Insulin and glucagon are the key regulatory
hormones, responsible for the glucose homeostasis, secreted by the β and α cells,
respectively, of the pancreatic islets of Langerhans (110). Under normal circumstances, after
dietary glucose ingestion, the increase of plasma glucose levels activates insulin release (Fig.
23), which stimulates the glucose uptake in the tissues and suppresses endogenous glucose
production, mainly by the liver. Consequently, the blood glucose levels decrease by the
removal of exogenous glucose from the blood. In contrast, glucagon, an antagonist of
insulin, is secreted in response to low blood glucose levels (Fig. 23), accelerating glucose
production by the liver. After a high ingestion of glucose, glucagon secretion is inhibited by
hyperinsulinemia, thus, suppressing the hepatic glucose production (109).

β cells release
insulin
Glucose → Energy

Increase
glucose
Glucose → Glycogen

Normal glucose
levels

Decrease
glucose
Normal glucose
levels

Insulin
Glucagon
Cell

α cells release
glucagon

Glycogen → Glucose

Glucose
Red blood cell

Fig. 23: Insulin and glucagon action in the regulation of glucose levels. Adapted from (111).
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As mentioned above, the main stimulus for insulin release is the increase of the
plasma glucose levels after a meal ingestion. Exogenous glucose is taken up by the glucose
transporter type 2 (GLUT2), on the surface of the pancreatic β cells (Fig. 24). Once inside
the β cell, glucose undergoes glycolysis, the metabolic pathway that converts glucose into
pyruvate, producing adenosine triphosphate (ATP). The increase in glucose metabolism
leads to the increase of the intracellular ATP/ADP ratio, which promotes the closure of ATPsensitive K+-channels (KATP-channels) and membrane depolarization. This depolarization
consequently activates the voltage-dependent Ca2+-channels, increasing the Ca2+ levels,
which stimulates insulin release (109). The distribution of glucose among the various tissues
of the body is mediated by the translocation of the glucose transporter type 4 (GLUT4).
When the insulin levels increase, intracellular GLUT4 is translocated and fused with the
plasma membrane, increasing the glucose uptake by cells, maintaining normoglycaemia
(Fig. 24) (112).
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Fig. 24: The role of pancreatic KATP - channel in insulin secretion. Adapted from (113).
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Focusing on type 2 DM, the impairment of insulin secretion and/or insulin
resistance remain the main dysfunctions associated to this disease. Insulin resistance in
muscle and liver is the initial detectable defect in individuals which may develop type 2 DM.
However, type 2 DM only develops if pancreatic β cells are incapable of release sufficient
insulin to compensate the insulin resistance. Post-mortem analysis of subjects with type 2
DM has shown that β cell mass is reduced by 30–40%, when compared with non-diabetic
subjects (95). In addition to muscle, liver and β cells, adipocytes, gastrointestinal tract,
pancreatic α cells, kidney, brain, the vascular insulin resistance and the inflammatory
process, also contribute to the development of type 2 DM. Together, they comprise the
“decadent decoplet” of hyperglycaemia in type 2 DM, a model created by DeFronzo in 2009
(Fig. 25) (114) and updated in 2015 (95). In adipocytes of healthy individuals, insulin
inhibits lipolysis. However, in type 2 DM patients, the insulin resistance in adipocytes
results in an increase of lipolysis, releasing free fatty acids into the blood stream, which
elevates toxic lipids metabolites, aggravating insulin resistance and β cell failure.
Additionally, two hormones known as incretins, due to their capacity to stimulate insulin
release, glucagon-like peptide (GLP-1) and glucose-dependent insulinotropic polypeptide
(GIP), are secreted in the gastrointestinal tract. However, because of the severe pancreatic
β cell resistance to its stimulatory effects, insulin secretion is reduced. Also, in type 2 DM
patients, glucagon production by pancreatic α-cells is increased and glucagon is not
suppressed appropriately, contributing to the excessive glucose production by the liver. In
the kidney, the sodium/glucose co-transporter 2 (SGLT2) is responsible for approximately
90% of the glucose filtered to the blood stream. In type 2 DM, due to the high glucose levels,
the expression of SGLT2 is increased, consequently, enhances the renal glucose
reabsorption and hyperglycaemia levels. Also, in type 2 DM, brain cells are resistant to
insulin and dysfunctions are noticed in neurotransmitters, such low brain dopamine and
increased brain serotonin levels, contributing to appetite dysregulation, weight gain, and
insulin resistance in muscle and liver. High levels of inflammatory cells are observed in
adipose tissue, liver and serum of patients with type 2 DM. Inflammation is also a
contributor to insulin resistance, due to the increased levels of macrophages and other
inflammatory cells with subsequent production of pro-inflammatory cytokines. Insulin
induces microvascular vasodilation and capillary recruitment. In type 2 DM it is known that
an impaired insulin-mediated vasodilation also contributes to insulin resistance (95, 114116).
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Fig. 25: The “decadent decoplet” of hyperglycaemia in type 2 DM. Adapted from (95).

1.2.4 Symptoms and complications
The usual symptoms of DM (Fig. 26), which can alert patients to contact health
services are polyphagia (excessive hunger), polyuria (excessive urination), polydipsia
(excessive thirsty) and glycosuria (glucose in urine). These symptoms occur more
commonly in type 1 DM, which has a rapid development of severe hyperglycaemia, but can
also appear in type 2 DM. Unexplained weight loss is also a common symptom of DM (89,
117).
Hyperglycaemia can lead to serious complications (Fig. 26) that can be divided into
microvascular diseases (retinopathy, nephropathy, neuropathy), related to damage in small
blood vessels, and macrovascular diseases (cardiovascular disease), related to damage in
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arteries (118). Pregnancy complications can occur due to high blood glucose levels in
pregnancy, leading to excessive size and weight of the foetus and complications during
delivery (100). Diabetic ketoacidosis is a major acute metabolic problem, with associated
risk of morbidity and mortality, which is due to relative or absolute deficiency of insulin and
extra counter-regulatory hormones, such as glucagon, responsible for the increase in
hyperglycaemia, glycosuria and dehydration. Ketoacidosis can be smelled on individuals
breath (119). “Diabetic foot’’ is related to neuropathy, that interfere with the sensory nerves
in feet, leading to pain and loss of sensation, and allow injuries to go unnoticed, and
therefore leading to ulcerations, infections and amputations (89).
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Fig. 26: Symptoms and complications in DM. Adapted from (89, 120).
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1.2.5 Treatment
The main goal of DM management is to re-establish the blood glucose levels and
consequently to decrease the incidence of complications. Insulin is the main therapy for
patients with type 1 DM. This therapy allows the reduction of hyperglycaemia and the
improvement of the quality of life by reducing the diabetic complications. However, the
main barrier to reach normal glucose levels is the risk of hypoglycaemia (121). The
symptoms of hypoglycaemia include shakiness, irritability, confusion, tachycardia and
hunger, that can even culminate in loss of consciousness, coma or death (122). In addition
to hypoglycaemia, insulin therapy is also associated to weight gain, and has the
inconvenient to be an injectable therapy that can be painful and restrict some daily activities
(123). Despite its importance in the management of type 1 DM, insulin therapy is not the
first-line treatment for type 2 DM. Lifestyle change is the new trend for managing patients
with type 2 DM. When lifestyle efforts are not enough to control the blood glucose levels, a
pharmacological therapy is adopted. Pharmacological therapy should be individualized to
each patient, taking into consideration the efficacy, cost, potential side effects, weigh gain,
comorbidities, hypoglycaemia risk and patient preferences (124).
Currently available anti-diabetic therapy for type 2 DM, target one or more of the
main pathways of the “decadent decoplet” (Fig. 25). The 12 classes of oral and injectable
anti-diabetic medications (biguanides, sulfonylureas, meglitinides, thiazolidinediones, αglucosidase inhibitors, dipeptidyl peptidase 4 (DPP-4) inhibitors, bile acid sequestrants,
dopamine-2 agonists, SGLT2 inhibitors, GLP-1 receptor agonists, amylin mimetics and
insulins) are currently used in the United States and some of them in Europe. These classes
are used as monotherapy or in combination, to reach an individualized treatment in patients
with type 2 DM. Single medication is frequently unable to reverse the multiple
abnormalities in type 2 DM, thus, combination therapy has increased widespread
acceptance. Most of these classes act by lowering blood glucose levels through the increase
of insulin secretion or sensitivity. Nonetheless, α-glucosidase, DPP-4 and the recent SGLT2
inhibitors display a different mechanism of action (95, 124, 125).
The inhibition of α-amylase and α-glucosidase, enzymes involved in the digestion
of carbohydrates, can significantly decrease the postprandial hyperglycaemia and retard the
absorption of glucose. Consequently, both enzymes play a central role in the management
of blood glucose levels and represent an important strategy in the management of type 2
DM (126). For that reason, this thesis focus in the inhibitory effect of chalcones against αamylase and α-glucosidase activities, being their characterization discussed below.
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1.3 Dietary carbohydrate digestion
Dietary carbohydrates, the principal substrates for energy metabolism, include the
main macronutrient in human diet and should provide 45–65% of the total energy intake
(127). Based on Food and Agriculture Organization (FAO) and World Health Organization
(WHO) classification (128), dietary carbohydrates may be classified according to their
degree of polymerization (number of monomeric sugar) into sugars (1-2 monomers),
oligosaccharides (3-9 monomers) and polysaccharides (≥10 monomers). Sugars include
monosaccharides (such as glucose, fructose and galactose), disaccharides (such as sucrose,
lactose, maltose) and polyols (such as sorbitol, mannitol, lactitol). Oligosaccharides include
malto-oligosaccharides (malto-dextrins) and other oligosaccharides (such as fructo- and
galacto-oligosaccharides). In the polysaccharides are included the starch (such as amylose,
amylopectin) and non-starch polysaccharides (such as cellulose, hemicellulose, pectins)
(127, 128). Some important examples of dietary carbohydrates are represented in Fig. 27.
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Fig. 27: Structure and classification of some important dietary carbohydrates. Adapted from
(129).

Dietary starch is a plant storage polysaccharide and is the main source of
carbohydrates in the human diet, and therefore it is the major source of blood glucose
following carbohydrate digestion (130, 131). Starch is a junction of two glucose polymers,
31

amylose and amylopectin. Amylose is a straight chain molecule, with several α-1,4 linked
units of glucose, while amylopectin is highly divided, comprising several α-1,6 linkages of
glucose and also α-1,4 linkages (130, 132). Glycogen is the polysaccharide storage molecule
found in animal cells, with a structure similar to the amylopectin (133).
Dietary carbohydrates, such as starch, are digested into their component
monosaccharides

by

hydrolysis

of

glycosidic

bonds,

before

the

absorption.

Monosaccharides, such as glucose, known as absorbable carbohydrates, do not need to be
digested to enter into the cells. In turn, carbohydrates that include two or more units, need
to be enzymatically hydrolysed, in order to be absorbed (134). The hydrolysis of starch
requires multiple enzymatic reactions. This hydrolysis starts in the mouth with mastication,
which allows the breakdown of the macroscopic structure of foods. During mastication and
swallowing, human salivary α-amylase starts the enzyme digestion into smaller chains. The
digestion of carbohydrates continues in stomach, however, occurs mainly in the upper part
of the small intestine, in which the pH permits the activity of specific digestive enzymes,
pancreatic α-amylase, secreted into the intestinal lumen, and α-glucosidase. Some
polysaccharides, such as cellulose, are resistant to the hydrolysis in the human intestine,
thereby, polysaccharides follow through the gut and are excreted undigested (129, 130).

1.3.1 α-Amylase
The enzyme α-amylase (1,4-α-D-glucan-glucanohydrolase, EC 3.2.1.1) (Fig. 28)
catalysis the first step of the digestion of starch (Fig. 29). This enzyme is present in animals,
plants, bacteria and fungi (135). The word “amylase” is derived from the Greek word
“amylone”, which means starch (136). In humans, two different, but closely related genes
code for amylase: AMY1, the salivary α-amylase gene, responsible for the presence of the
enzyme in saliva; and AMY2, the pancreatic α-amylase gene, which encodes the enzyme
produced in pancreas and secreted into the duodenum (131). These two forms of amylases
share a similarity of 97% on amino acid sequence and 92% in the catalytic domains (137).
α-Amylase contains three structural domains, A, B and C, (Fig. 28) in which the A domain
is the largest, with about 280-300 residues, and contains important active site residues,
including two aspartate and one of glutamate residue, known as the catalytic triad (Asp,
Asp, Glu). The B domain is inserted between A and C domains, linked with A by a disulphide
bond. C domain is attached to A domain by a simple polypeptide chain and seems to be an
independent domain with unknown function (137, 138).
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Fig. 28: Three-dimensional structure of pancreatic α-amylase. A, B, and C domains are
presented in yellow, red and green colors, respectively. Adapted from (138).
α-Amylase is the most abundant enzyme in human saliva, accounting for 40 to 50%
of salivary protein, and has the capacity to rapidly alter the physical properties of starch
within the oral cavity (139). Human salivary amylase is mostly formed in the parotid gland,
but also in the sublingual glands. Salivary α-amylase cleaves the α-(1,4)-glycosidic bonds of
polysaccharides, which facilitate the carbohydrate metabolism (Fig. 29) (140). This partial
digestion by salivary α-amylase results in the degradation of the polymeric substrate into
shorter oligomers (135). This enzyme is neutralized by acid pH, thus, remains active in the
stomach only while protected from stomach acid, as it happens when it is surrounded within
a big bolus of food, continuing able to digest complex carbohydrates. Before food reach to
small intestine, almost 30-40% of the carbohydrates are already hydrolysed into small
molecules (133).
The pancreas is a mixed exocrine-endocrine gland organ, in which the exocrine
tissues constitute the major part of the organ volume. As an exocrine gland, pancreas
produces digestive enzymes into the duodenum, and as an endocrine organ, secretes
hormones into the blood, such as insulin. Acinar cells, which form the exocrine tissues, upon
stimulation, produce and discharge digestive enzymes, namely pancreatic α-amylase,
proteases and lipases, into a system of intercalated ducts by exocytosis, to help in the
digestion (136, 141, 142). Inside the small intestine, pancreatic juice enters into the lumen
through the hepatopancreatic sphincter (also known as sphincter of Oddi or Glisson's
sphincter). Thus, pancreatic α-amylase reaches into the intestinal lumen and provides a
more extensive hydrolysis of the resultant mixture of carbohydrates, into maltose,
maltotriose, trisaccharides and other larger oligosaccharides (Fig. 29). Since di-, tri- and
oligosaccharides are the result of the hydrolysis of carbohydrates by α-amylase, an
additional digestion is required to release absorbable monosaccharides, namely glucose
(133).
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Fig. 29: α-Amylase activity.

1.3.2 α-Glucosidase
α-Glucosidase (α-D-glucoside glucohydrolase, EC 3.2.1.20), enzyme located in the
brush borders of the enterocytes of the jejunum, catalyses the final step of the digestive
process of carbohydrates, by the hydrolysis of glycosidic bonds from non-reducing ends of
substrates (Fig. 30) (120, 126, 135). Based on the sequence homology, α-glucosidases are
mainly classified into two groups, glycoside hydrolase family 13 and glycoside hydrolase
family 31. α-Glucosidases from different origins display different substrate recognitions,
which divide α-glucosidases into 3 groups, type I, II and III. α-Glucosidase type I, which
belong to glycoside hydrolase family 13, and can be found in bacteria, yeast Saccharomyces
cerevisiae and insects. This enzyme type presents higher tendency to hydrolyse
heterogeneous substrates, such as sucrose (Fig. 27) than homogeneous substrates, such as
glycogen. α-Glucosidases type II (can be found in mold) and type III (can be found in
animals and plants) are members of glycoside hydrolase family 31 and have more affinity to
homogeneous substrates (143, 144).
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In general, glycoside hydrolase family 31 are closely related with complete
digestion of starch into glucose. In the mammalian small intestine, the two membranebound glucosidases involved in the degradation of dietary starch are maltase-glucoamylase
(MGAM) and sucrase-isomaltase (SI). MGAM and SI are responsible for the hydrolysis of
oligosaccharides, resultant from α-amylase activity, into glucose. MGAM and SI are
composed by duplicated catalytic subunits, the N-terminal subunit (NtMGAM and NtSI)
and the C-terminal subunit (CtMGAM and CtSI) (Fig. 30). The four domains exhibit exoglucosidase activities against α-1,4 glycosidic linkages. However, these catalytic subunits
display discriminative substrate selectivity. NtMGAM and CtMGAM are mainly responsible
for the hydrolysis of α-1,4 glycosidic linkages, yet with different affinities for the substrate’s
degree of polymerization, since CtMGAM hydrolyse substrates with higher degree of
polymerization than NtMGAM. NtSI have additional activity in the hydrolysis of α-1,6
glycosidic linkages and CtSI with the α-1,2 linkages (Fig. 30) (143, 145). The amino acid
sequence homology between NtMGAM and NtSI is about 60%, higher than the percentage
of identity between CtMGAM and CtSI (40%). The three-dimensional structures of
NtMGAM and NtSI are known and show highly similarity in their overall folding pattern
(146). The CtMGAM structure is also known, being CtSI still under study (143). CtMGAM is
the subunit with the highest activity among the four subunits, thus, inhibitors of CtMGAM
have revealed to be an efficient treatment for type 2 DM (138, 146). CtMGAM contains five
domains, the trefoil type-P domain, N-terminal domain, the catalytic domain (which
includes the catalytic (β/α)8 domain, catalytic domain insert 1, catalytic domain insert 2),
proximal C-terminal domain and the distal C-terminal domain, which are represented in
Fig. 31 (146).
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ntMGAM ctMGAM
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ctSI

Fig. 30: α-Glucosidase activity.
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Acarbose

Fig. 31: Three-dimensional structure of CtMGAM domains linked with an α-glucosidase
inhibitor, acarbose. Trefoil type-P domain is represented in blue, N-terminal domain in
yellow, catalytic (β/α)8 domain in red, catalytic domain insert 1 in orange, catalytic
domain insert 2 in pink, proximal C-terminal domain in green and distal C-terminal
domain in purple. Adapted from (146).

After the α-glucosidase action, monosaccharides are transported across the
intestinal mucosa to blood vessels and distributed to cells and tissues (Fig. 32). Glucose
absorption into the epithelial cells is mediated by SGLT1, a membrane protein that couples
two molecules of Na+ together with one molecule of glucose. Additionally, the transport
from enterocytes into blood is mediated by GLUT2 (147, 148).
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Fig. 32: Transport of glucose by SGLT1 from the intestinal lumen to the cytosol of
enterocytes and from the cytosol to blood by GLUT2.
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1.3.3 Inhibitors of α-amylase and α-glucosidase
Avoiding wide oscillations in blood glucose levels and glycaemic control are the
cornerstone for the management of type 2 DM (149, 150). As such, there is an urge need to
control the postprandial hyperglycaemia by the use of α-amylase and α-glucosidase
inhibition therapies (Fig. 33). Such inhibitors avoid the increase of plasma glucose levels
after meals, by delaying the hydrolysis of dietary complex carbohydrate and the consequent
absorption of monosaccharides on the gastrointestinal tract, resulting in a reduction of
plasma glucose. This type of therapy is currently used to modulate type 2 DM and prevent
its complications, known as α-glucosidase inhibitors, which are oral anti-diabetic drugs (97,
150).

Inhibitor

Glucose

Pancreatic α-amylase

α-glucosidase

Inhibitor

Fig. 33: Inhibition of α-amylase and α-glucosidase activities.

α-Glucosidase inhibitors are recommended as first, second and third line
treatment options as monotherapy or in combination with metformin, sulfonylureas and
insulin, in patients which display uncontrolled hyperglycaemia. These inhibitors have been
available for clinical use in type 2 DM for almost three decades and have revealed efficacy,
long-term safety, low price, reduced risk of hypoglycaemia and no increase in body weight
(150).
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Currently, three types of α-glucosidase inhibitors are available for the treatment of
type 2 DM: acarbose, miglitol and voglibose (Fig. 34). Acarbose is the most used drug of this
class for over 20 years. It is a pseudotetrasaccharide with a nitrogen bound between the first
and second molecule of glucose, resultant from a fermentation process of a microorganism,
Actinoplanes utahensis. This modification of a natural tetrasaccharide is crucial for the
stability and affinity with the active centers of α-glucosidase. Acarbose binds to αglucosidase with 104 - 105 - fold higher affinity than dietary carbohydrates. Miglitol is a
derivative from 1-deoxynojirimycin and voglibose is formed by reductive alkylation of
valiolamine, a compound derived from antibiotic validamycin C (150, 151).

Miglitol

Voglibose
Acarbose
Fig. 34: Chemical structures of acarbose, miglitol and voglibose.
Acarbose was approved for the treatment of type 2 DM in 1990 and is now used in
117 countries. Acarbose is the α-glucosidase inhibitor prescribed in Portugal. Miglitol was
accepted in 1996 in 10 countries, whereas voglibose is only commercially available in Japan,
since 1994, and is approved in 3 countries (150, 152).
In general, acarbose, miglitol and voglibose show the same mechanism of action,
acting as pseudocarbohydrates in the intestine (153), binding with the active center of αglucosidase in the small intestine, altering the intestinal digestion and absorption of dietary
carbohydrates and reducing the postprandial glycaemia peaks. Nevertheless, these
inhibitors display slight differences in the mechanism of action. Acarbose competes with
polysaccharides and oligosaccharides, whereas miglitol and voglibose competes with
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disaccharides at the active site of the enzyme. Acarbose also inhibits salivary and pancreatic
α-amylase, however, miglitol and voglibose do not display activity on this enzyme (150).
Since acarbose, miglitol and voglibose prevent the hydrolysis of complex carbohydrates,
these inhibitors should be taken at the start of main meals, with the first bite of the food.
The efficacy of α-glucosidase inhibitors in reducing the postprandial hyperglycaemia
depends on the amount of dietary carbohydrates (151).
α-Glucosidase inhibitors are associated with very few serious adverse effects.
However, gastrointestinal side effects, including flatulence, soft stools, abdominal
discomfort and diarrhoea, which are generally slight to moderate, have been discussed as a
limiting factor (150). These adverse effects might occur due to the undigested complex
carbohydrates that reach to the large intestine following the use of α-glucosidase inhibitors.
The undigested carbohydrates get fermented by gut microbiota, which results in intestinal
gas production (150, 154). The non-specific inhibition of α-amylase is also correlated with
the excessive accumulation of undigested carbohydrates in the large intestine, resulting in
gastrointestinal side effects. Thus, a moderate α-amylase inhibition with high α-glucosidase
inhibitory activity might overcome the inconvenient adverse effects (149). Meanwhile, the
commonly used α-glucosidase inhibitors were also reported to be related with several rare
adverse hepatic events (155). In the past three decades, the scientific community have been
focused in the discovery and development of novel active intestinal inhibitors with reduced
adverse side effects (149).
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1.4 General and specific objectives of the dissertation
The main objective of this dissertation was to evaluate the anti-diabetic effect of a
panel of chalcones with hydroxyl, methoxy, methyl, nitro, chlorine, fluorine and bromine
substituent groups, in order to contribute for the design of novel effective molecules for the
treatment of DM.
The following specific objectives were established:
✓

Evaluation of the inhibitory effect of chalcones against the activity of α-amylase;

✓

Determination of the inhibition type of the most active compounds and the positive
control;

✓

Evaluation of the inhibitory effect of chalcones against the activity α-glucosidase;

✓

Determination of the inhibition type of the most active compounds and the positive
control.
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2. Materials and Methods
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2.1 Chemicals
The following reagents were purchased from Sigma-Aldrich Co. LLC (St. Louis,
MO): α-amylase from porcine pancreas, 2-chloro-p-nitrophenyl-α-D-maltotrioside
(CNPG3),

α-glucosidase

from

Saccharomyces

cerevisiae,

p-nitrophenyl-α-D-

glucopyranoside (pNPG), dimethyl sulfoxide (DMSO), Na2HPO4 and acarbose. Compounds
1-3, 7-13, 16, 17 (Fig. 35) were obtained from Indofine Chemical Company, Inc.
(Hillsborough, NJ). Compounds 4 and 5 (Fig. 35) were purchased from Extrasynthese (Z.I
Lyon Nord). Compounds 6, 14, 15, 18-41 (Fig. 35) were synthesized as previously described
(156-159).

1-28

29-41

1: R2’=R4’=R6’=R2=R3=R4=R5=R6=H
2: R2’=OH, R4’=R6’=R2=R3=R4=R5=R6=H
3: R2’=R4’=OH, R6’=R2=R3=R4=R5=R6=H
4: R2’=R4’=R3=R4=OH, R6’=R2=R5=R6=H (Butein)
5: R2’=R4’=R6’=R3=R4=OH, R2=R5=R6=H
6: R2’=OH, R2=OMe, R4’=R6’=R3=R4=R5=R6=H
7: R2’=OH, R3=OMe, R4’=R6’=R2=R4=R5=R6=H
8: R2’=OH, R4=OMe, R4’=R6’=R2=R3=R5=R6=H
9: R2’=R4=OH, R3=OMe, R4’=R6’=R2=R5=R6=H
10: R2’=OH, R3=R4=OMe, R4’=R6’=R2=R5=R6=H
11: R2’=OH, R3=R4=R5=OMe, R4’=R6’=R2=R6=H
12: R2’=R4’=OH, R4=OMe, R6’=R2=R3=R5=R6=H
13: R2’=R4’=OH, R3=R4=OMe, R6’=R2=R5=R6=H
14: R2’=OH, R4’=R6’=R4=OMe, R2=R3=R5=R6=H
15: R2’=OH, R4’=R6’=R3=R4=R5=OMe, R2=R6=H
16: R2’=R4’=R6’=R3=R4=OMe, R2=R5=R6=H
17: R3=R4=OMe, R2’=R4’=R6’=R2=R5=R6=H
18: R2’=OH, R3=Me, R4’=R6’=R2=R4=R5=R6=H
19: R2’=OH, R2=R4=R6=Me, R4’=R6’=R3=R5=H
20: R4=NO2, R2’=R4’=R6’=R2=R3=R5=R6=H
21: R2’=OH, R4=NO2, R4’=R6’=R2=R3=R5=R6=H
22: R4=Cl, R2’=R4’=R6’=R2=R3=R5=R6=H
23: R2’=OH, R2=Cl, R4’=R6’=R3=R4=R5=R6=H
24: R2’=OH, R3=Cl, R4’=R6’=R2=R4=R5=R6=H
25: R2’=OH, R4=Cl, R4’=R6’=R2=R3=R5=R6=H
26: R2’=OH, R2=R4=Cl, R4’=R6’=R3=R5=R6=H
27: R2’=OH, R2=R6=Cl, R4’=R6’=R3=R4=R5=H
28: R2’=OH, R3=R4=Cl, R4’=R6’=R2=R5=R6=H

29: R2’=R4’=R2=R4=H
30: R4’=Me, R2’=R2=R4=H
31: R4’=OMe, R2’=R2=R4=H
32: R4’=Cl, R2’=R2=R4=H
33: R4’=F, R2’=R2=R4=H
34: R4’=Br, R2’=R2=R4=H
35: R4’=NO2, R2’=R2=R4=H
36: R4=Me, R2’=R4’=R2=H
37: R4=OMe, R2’=R4’=R2=H
38: R4=NO2, R2’=R4’=R2=H
39: R2=NO2, R2’=R4’=R4=H
40: R2’=OH, R4’=R2=R4=H
41: R2’=OH, R2=NO2, R4’=R4=H

Fig. 35: Chemical structures of the tested chalcones (1-28) and chalcone analogues (2941).
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2.2 In vitro α-amylase inhibition assay

2.2.1 Principle of the method
The α-amylase activity was measured using a method of Trinh et al. (160), slightly
modified. The assay was carried out by measuring the α-amylase-mediated transformation
of CNPG3 into 2-chloro-p-nitrophenol (CNP), 2-chloro-p-nitrophenyl-α-D-maltoside
(CNPG2), maltotriose and glucose (Fig. 36), using an in vitro spectrophotometric
technique.

The

formation

of

the

yellow

product,

CNP,

was

monitored

spectrophotometrically by measuring the absorbance at 405 nm. CNP is proportional to the
concentration of the α-amylase, as such, higher absorbance values indicate higher activity
of α-amylase, thus, higher conversation of CNPG3 into CNP. On the other hand, reduced
values of absorbance mean less conversion of CNPG3, thus, inhibition of the enzyme.

CNPG3
α-Amylase

+
Glucose

Maltotriose

+
CNPG2

CNP
λ = 405 nm

Fig. 36: Mechanism of hydrolysis of CNPG3 by α-amylase.
CNPG3, 2-chloro-p-nitrophenyl-α-D-maltotrioside; CNPG2, 2-chloro-p-nitrophenyl-α-D-maltoside;
CNP, 2-chloro-p-nitrophenol.
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2.2.2 In vitro assay
In a 96-well plate, the enzyme α-amylase (0.1 U/mL) dissolved in 20 mM
phosphate buffer (pH 6.8), was pre-incubated at 37 ºC for 10 minutes, with the chalcones
under study (0-100 µM) dissolved in DMSO. After incubation, the substrate, CNPG3 (500
μM, final concentration in the assay) dissolved in phosphate buffer, was added, followed by
another incubation, at 37 ⁰C, for 30 minutes. The resultant yellow color formed in the
enzymatic reaction was monitored spectrophotometrically, in a microplate reader (Synergy
HT, BIO-TEK), by measuring the absorbance at 405 nm (Fig. 37). Acarbose (0-10 µM, final
concentration in the assay) was used as positive control. The obtained values correspond to
the slope of the kinetic reaction, measured between 5 and 30 minutes. The results were
expressed as the % of inhibition of α-amylase activity, calculated using equation (1), and
represent at least three independent experiments.

(1)

% Inhibition: 100 −

[𝑉(𝐴) −𝑉(𝐵) ] × 100
𝑉(𝐶) −𝑉(𝐵)

V(A)=
Velocity
of
the
reaction
(ΔAbsorbance/minutes) in the presence of the
compounds under study
V(B)=
Velocity
of
the
reaction
(ΔAbsorbance/minutes) in the absence of αamylase and the compounds under study
V(C)=
Velocity
of
the
reaction
(ΔAbsorbance/minutes) of control (in absence of
the compounds under study)

α-Amylase
(0.1 U/mL)

+
10 minutes
37 ºC

Chalcone (0-100 μM)
Acarbose (0-10 μM)

CNPG3
(500 μM)

30 minutes 37 ºC
405 nm

Fig. 37: Schematic representation of the in vitro α-amylase inhibition assay.
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2.3 In vitro α-glucosidase inhibition assay

2.3.1 Principle of the method
The α-glucosidase activity was based on the method of Tadera et al. (161) that was
slightly modified. The assay was performed in vitro, by monitoring the α-glucosidasemediated transformation of the substrate pNPG into glucose and p-nitrophenol (Fig. 38).
The formation of the yellow product, p-nitrophenol, was monitored spectrophotometrically
at 405 nm. The formation of p-nitrophenol is proportional to the concentration of αglucosidase present. As such, higher absorbance values indicate higher activity of αglucosidase, thus, higher conversation of pNPG into p-nitrophenol.

α-Glucosidase

+
pNPG

Glucose

p-nitrophenol
λ = 405 nm

Fig. 38: Mechanism of hydrolysis of pNPG by α-glucosidase.
pNPG, p-nitrophenyl-α-D-glucopyranoside.

2.3.2 In vitro assay
In a 96-well plate, the enzyme α-glucosidase (0.04 U/mL) dissolved in 100 mM
phosphate buffer (pH 6.8), was pre-incubated with the chalcones under study (0-150 µM)
dissolved in DMSO. After a pre-incubation of 5 minutes at 37 ºC, the reaction was started
by the addition of the substrate pNPG (600 μM, final concentration in the assay) dissolved
in phosphate buffer, that was incubated in the reaction mixture at 37 ºC for 30 minutes. The
enzymatic reaction was monitored spectrophotometrically at 405 nm, by measuring the
resultant yellow color formed (Fig. 39). Acarbose (0-2285 µM) was used as positive control.
The obtained values correspond to the slope of the kinetic reaction, measured between 5
and 30 minutes. The obtained results were expressed as the % of inhibition of α-glucosidase
activity, calculated using equation (2), and represent at least three independent
experiments.
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(2)

% Inhibition: 100 −

[𝑉(𝐴) −𝑉(𝐵) ] × 100
𝑉(𝐶) −𝑉(𝐵)

V(A)=
Velocity
of
the
reaction
(ΔAbsorbance/minutes)
with
the
tested
compounds
V(B)=
Velocity
of
the
reaction
(ΔAbsorbance/minutes) on white (without αglucosidase and tested compounds)
V(C)=
Velocity
of
the
reaction
(ΔAbsorbance/minutes) on control (without the
tested compound and in the presence of αglucosidase)

α-Glucosidase
(0.04 U/mL)

+
5 minutes
37 ºC

Chalcone (0-150 μM)
Acarbose (0-2285 μM)

pNPG
(600 μM)

30 minutes 37 ºC
405 nm

Fig. 39: Schematic representation of the in vitro α-glucosidase inhibition assay.

2.4 Inhibitory kinetic analysis

2.4.1 Principle of the method
The Michaelis-Menten equation, represented at equation (3), is one of the most
recognized models used to characterize the enzyme kinetics. In this equation, V represent
the velocity of the reaction, Vmax the maximal velocity, [S] is the concentration of the
substrate and Km is the Michaelis constant. Km is equal to the concentration of the substrate
at half Vmax, and is also known as a measure of binding affinity of an enzyme with its
substrate. An equation with low Km value shows a large binding affinity, thus, the reaction
will reach faster to Vmax. On the other hand, a high Km indicates that the enzyme does not
bind efficiently with the substrate, and the Vmax is reached only at higher concentrations of
substrate (162).
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(3) Michaelis-Menten equation: V =

Vmax [S]
Km +[S]

V = Velocity of the reaction
Vmax = Maximal velocity
Km = Michaelis constant
[S] = Concentration of the substrate

The Michaelis-Menten equation describes a hyperbolic function, as represented at
Fig. 40 A. It is difficult to precisely determine the Vmax and Km in a hyperbola. The
Lineweaver-Burk plot, equation (4), is a linearization method which transform the original
nonlinear Michaelis-Menten equation into a linear one, thus, the data is fited by a linear
regression exhibited as a straight line in a 2-dimensional graph, as displayed in Fig. 40 B.
In this equation, Km/Vmax is the slope of the graph, 1/Vmax is the y-intercept and – 1/Km is
the ϰ-intercept (162, 163).
1

Km

(4) Lineweaver-Burk plot: V = V

max

1

× [S] + V

1

V = Velocity of the reaction

max

Vmax = Maximal velocity
Km = Michaelis constant
[S] = Concentration of the substrate

A

B
Vmax

V

1/V
Slope: Km/Vmax

Vmax/2
-1/Km

1/Vmax

Km

[S]

1/[S]

Fig. 40: Graphical representation of the Michaelis-Menten equation (A) and the
Lineweaver-Burk plot (B). Adapted from (163).
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The study of enzyme inhibitors and the interaction between enzymes and
inhibitors is an essential part of the development of drugs. The Lineweaver-Burk equation
constitutes an easy method to study the type of inhibition of a compound (Fig. 41), by fixing
the concentrations of the enzyme, altering the substrate concentrations, in the absence and
in the presence of different concentrations of inhibitor. Enzyme inhibitors are divided into
irreversible, when the inhibitors bind covalently to their target enzymes and modify them
chemically, and reversible, when inhibitors bind to enzymes without establishing a covalent
bond (163). Reversible inhibitors are divided into competitive, uncompetitive, noncompetitive and mixed. In the competitive inhibition, the inhibitor binds to the same site as
the substrate, often in the active site of enzyme. In an uncompetitive inhibition type, the
inhibitor combines only to the enzyme-substrate complex at a location outside the active
site, forming an enzyme-substrate inhibitor complex. In non-competitive inhibition type,
the inhibitor is able to bind equally well with the free enzyme and the enzyme-substrate
complex, outside the active site. In a mixed inhibition type, inhibitors can bind to both the
free enzyme and the enzyme-substrate complex, thus displaying characteristics of both
competitive and uncompetitive inhibition types, however, has a higher affinity for one state
or the other, therefore, Km can increase or decrease (164).
1/V

Substrate and
inhibitor

1/V

Substrate and
inhibitor

Substrate
only

Substrate
only

=Km
↓Vmax

↑Km
=Vmax
1/[S]

Non-competive inhibition

Competive inhibition

1/V

1/[S]

Substrate and
inhibitor

1/V

Substrate and
inhibitor

Substrate
only

Substrate
only

↓Km
↓Vmax

↑Km
↓Vmax

1/[S]

1/[S]

Uncompetive inhibition

Mixed inhibition

Fig. 41: Graphical representation of the types of inhibition according to the LineweaverBurk plot. Adapted from (164).
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Despite linear transformations are widely used, it is described that in enzyme
kinetic analysis, linear transformations of the Michaelis-Menten equation, such as the
Lineweaver-Burk plots, present some limitations. Linear transformations are less accurate
than the use of the nonlinear regression, since it distorts the experimental error and the
relationship between ϰ and y axes. Until recently, the analysis of kinetic parameters using
nonlinear equations was a difficult task. Nowadays, this is no longer a problem, as it is
possible to use software applications, such as the Solver supplement of Excel Microsoft
OfficeTM, to obtain the kinetic constants for an enzyme catalysed reaction and distinguish
between the different kinetic models (165).

2.4.2 Inhibitory kinetic analysis of α-amylase
Enzymatic kinetics of α-amylase inhibition was performed for chalcone 4 (butein)
(0-50 µM) and the positive control acarbose (0-0.75 µM). Briefly, in a 96-well plate, the
compounds, dissolved in DMSO, were pre-incubated with the enzyme α-amylase (0.1
U/mL), dissolved in 20 mM phosphate buffer (pH 6.8), for 10 minutes, at 37 ºC. In
sequence, the substrate CNPG3 (250, 500, 1000 µM) was added and incubated in the
reaction mixture for 30 minutes at 37 ºC. The obtained values correspond to the slope
measured between 5 and 30 minutes of kinetic reaction.
The type of inhibition (competitive, non-competitive, uncompetitive or mixed) of
the tested compounds was determined graphically from the nonlinear regression MichaelisMenten equation and the corresponding Lineweaver-Burk plots for each concentration of
the inhibitor and substrate. The obtained results represent at least five independent
experiments.
Using the same experimental values, the type of inhibition was estimated using the
Solver supplement of Excel Microsoft OfficeTM, according to Bezerra et al. (166) and Dias et
al. (165). Therefore, the kinetic parameters of the conversion of CNPG3 by α-amylase was
evaluated by nonlinear least squares regression using the general model for mixed
inhibition translated by the equation (5), and each one of its simplifications regarding the
different types of inhibition:
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(5)

Vinic =

Vmáx (S)
|I|
|I|
Km (1+ )+(S)(1+ )
Kic
Kiu

Vinic = Initial velocity of formation of absorbing CNP in
ΔAbsorbance/minutes
Vmax = Maximum achievable velocity when for the 0.1 U/mL of
enzyme used all catalytic sites are saturated by the substrate
S = CNPG3 concentration in mM
Km = Michaelis-Menten constant in mM
Kic = Inhibitor dissociation constant of enzyme-inhibitor
expressed in µM-1
Kiu = Inhibitor dissociation constant of enzyme-substrateinhibitor complex expressed in µM-1

For each tested condition, the equation parameters were estimated by Solver. The
obtained values for the parameters of the simplest model (without inhibition) were used as
initial values, then were calculated the other inhibition types, competitive, non-competitive,
uncompetitive, finishing with the more complex model, mixed inhibition. The actual
mechanism of inhibition was established by comparison between models, applying the extra
sum-of-square F test and the Akaike information criterion (AIC) test. In order to determine
the error of the kinetic constants values, the jackknife procedure was applied, which
consisted on the calculation of standard deviation of all estimations by Solver when each
experimental data point was removed from the initial set.

2.4.3 Inhibitory kinetic analysis of α-glucosidase
Enzymatic kinetics of α-glucosidase inhibition was performed for the most active
chalcones, 4 (butein) (0-75 µM), 21 (0-45 µM), 26 (0-70 µM), 41 (0-40 µM) and the
positive control, acarbose (0-2285 µM).
Similarly, with the enzymatic kinetics of α-amylase inhibition, the enzyme αglucosidase (0.04 U/mL) dissolved in 100 mM phosphate buffer (pH 6.8) was preincubated with the compounds under study, dissolved in DMSO, in a 96-well plate, for 5
minutes at 37 ºC. Then, the substrate pNPG (300, 600 and 1200 µM) was added and
incubated in the reaction mixture for 30 minutes at 37 ºC. The obtained values correspond
to the slope of the enzymatic reaction measured between 5 and 30 minutes.
The study of the inhibition type was performed as above mentioned in 2.4.2, for αamylase inhibition, and the results represent at least five independent experiments.
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2.5 Statistical analysis
The results of the in vitro inhibitory activity of chalcones against the pancreatic αamylase and α-glucosidase activity are expressed as mean±standard error of mean (SEM).
Statistical comparison between the active chalcones was estimated applying the one-way
analysis of variance (ANOVA). Differences among the groups were compared by Tukey test
with a p value < 0.05 considered statistically significant. All the statistical analysis was
performed using GraphPad PrismTM (version 5.0; GraphPad Software).
The type of inhibition using Solver was established by comparison among models,
applying the extra sum-of-square F test and AIC test. ANOVA was applied to evaluate the
precision of the method.
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3. Results
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3.1 In vitro α-amylase inhibition assay
The inhibitory effect against pancreatic α-amylase activity of the compounds 1-41
and the positive control, acarbose, are shown in Table 1. The compounds were divided in
chalcones 1-28, with the 1,3-diarylprop-2-en-1-one framework, and chalcone analogues
29-41, known as cinnamylideneacetophenones, which hold two double bonds linking the A
and B rings. Among chalcones (1-28), one is unsubstituted (1), four are hydroxylated (2-5),
ten are hydroxylated and methoxylated (6-15), two are only methoxylated (16, 17), two
chalcones display methyl substitutions (18, 19), two chalcones with nitro groups (20, 21)
and seven chalcones with chlorine substitutions (22-28). Among chalcone analogues (2941), one is unsubstituted (29), eleven with a single substitution, including methyl (30, 36),
methoxy (31, 37), chlorine (32), fluorine (33), bromine (34), nitro group (35, 38, 39),
hydroxyl (40), and one is di-substituted with a hydroxyl and a nitro group (41).
Table 1: Structures and in vitro α-amylase inhibition by chalcones (% inhibition at the
highest tested concentration, indicated in superscript).

1-28

29-41
α-Amylase

Compound

R2’

R4’

R6’

R2

R3

R4

R5

R6

inhibitory
activity (%)

1

-

-

-

-

-

-

-

-

<20100 µM

2

OH

-

-

-

-

-

-

-

25.9±0.8100 µM (a)

3

OH

OH

-

-

-

-

-

-

<20100 µM

OH

OH

-

-

OH

OH

-

-

59.6±3.5100 µM (b)

5

OH

OH

OH

-

OH

OH

-

-

ND

6

OH

-

-

OMe

-

-

-

-

<2025 µM

4
(Butein)

53

Table 1: Structures and in vitro α-amylase inhibition by chalcones (% inhibition at the
highest tested concentration, indicated in superscript) (continued).

1-28

29-41
α-Amylase

Compound

R2’

R4’

R6’

R2

R3

R4

R5

R6

inhibitory
activity (%)

7

OH

-

-

-

OMe

-

-

-

<2050 µM

8

OH

-

-

-

-

OMe

-

-

<2050 µM

9

OH

-

-

-

OMe

OH

-

-

28.9±1.8100 µM (a)

10

OH

-

-

-

OMe

OMe

-

-

<2050 µM

11

OH

-

-

-

OMe

OMe

OMe

-

36.2±3.2100 µM (a)(d)

12

OH

OH

-

-

-

OMe

-

-

<20100 µM

13

OH

OH

-

-

OMe

OMe

-

-

<2050 µM

14

OH

OMe

OMe

-

-

OMe

-

-

<2025 µM

15

OH

OMe

OMe

-

OMe

OMe

OMe

-

<2050 µM

16

OMe

OMe

OMe

-

OMe

OMe

-

-

<20100 µM

17

-

-

-

-

OMe

OMe

-

-

<20100 µM

18

OH

-

-

-

Me

-

-

-

<2050 µM

19

OH

-

-

Me

-

Me

-

Me

<2025 µM

20

-

-

-

-

-

NO2

-

-

<2050 µM
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Table 1: Structures and in vitro α-amylase inhibition by chalcones (% inhibition at the
highest tested concentration, indicated in superscript) (continued).

1-28

29-41
α-Amylase

Compound

R2’

R4’

R6’

R2

R3

R4

R5

R6

inhibitory
activity (%)

21

OH

-

-

-

-

NO2

-

-

24.5±2.6100 µM (a)

22

-

-

-

-

-

Cl

-

-

<2050 µM

23

OH

-

-

Cl

-

-

-

-

<2050 µM

24

OH

-

-

-

Cl

-

-

-

21.7±3.150 µM (a)(e)

25

OH

-

-

-

-

Cl

-

-

<2050 µM

26

OH

-

-

Cl

-

Cl

-

-

<2050 µM

27

OH

-

-

Cl

-

-

-

Cl

<205o µM

28

OH

-

-

-

Cl

Cl

-

-

<2025 µM

29

-

-

-

-

-

-

-

-

<2050 µM

30

-

Me

-

-

-

-

-

-

<2025 µM

31

-

OMe

-

-

-

-

-

-

<2025 µM

32

-

Cl

-

-

-

-

-

-

<2025 µM

33

-

F

-

-

-

-

-

-

<2050 µM

34

-

Br

-

-

-

-

-

-

<2050 µM
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Table 1: Structures and in vitro α-amylase inhibition by chalcones (% inhibition at the
highest tested concentration, indicated in superscript) (continued).

1-28

29-41
α-Amylase

Compound

R2’

R4’

R6’

R2

R3

R4

R5

R6

inhibitory
activity (%)

35

-

NO2

-

-

-

-

-

-

<2025 µM

36

-

-

-

-

-

Me

-

-

<2025 µM

37

-

-

-

-

-

OMe

-

-

<2025 µM

38

-

-

-

-

-

NO2

-

-

<2025 µM

39

-

-

-

NO2

-

-

-

-

<2025 µM

40

OH

-

-

-

-

-

-

-

<2050 µM

41

OH

-

-

NO2

-

-

-

-

<2050 µM

Positive
control:

97.5±0.410 µM (c)

Acarbose

ND: Not determined due to interference with the methodology
% Inhibition with different superscript letters are significantly different from each other (p<0.05)

No relevant inhibitory activity was observed, up to the highest concentration,
possible to be tested in these experimental conditions (indicated, in superscript, in the Table
1 for each chalcone). Among all the tested compounds, chalcone 4 (butein), with hydroxyl
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groups at 2’ and 4’ positions of the A ring and 3 and 4 positions of the B ring, was the
compound with the highest inhibitory activity, 59.6±3.5% at 100 µM. The results may
indicate that the presence of hydroxyl groups is important for the inhibitory activity of the
compounds against α-amylase. From all the hydroxylated compounds (2-5), chalcone 4
(butein) was the most active one, followed by chalcone 2 (25.92±0.8% at 100 µM), with
hydroxyl groups at 2’ position of the A ring. Comparing with acarbose, the positive control
(IC50=0.7±0.1 µM) (Fig. 42 B), the IC50 obtained for chalcone 4 (butein) (IC50=82.7±7.1 µM)
(Fig. 42 A) is considerably higher.
From the hydroxylated and/or methoxylated chalcones (6-17), low inhibitory
activities were observed, ranging from 28.9±1.8% at 100 µM (chalcone 9) and 36.2±3.2 at
100 µM (chalcone 11). In general, substitutions with methoxy groups seems to be
disadvantageous for α-amylase inhibitory activity.
Similarly, the studied chalcones with methyl substitutions (18, 19) were not able
to inhibit α-amylase.
Chalcones holding nitro groups (20, 21) also showed reduced activity. Chalcone
21, holding a hydroxyl group at 2’ position of the A ring and a nitro group at 4 position of
the B ring, showed the higher inhibitory activity, 24.5±2.6% at 100 µM.
In what concerns the chalcones with chlorine substitutions (22-28), also low αamylase inhibition was observed. Among these seven compounds, only one has activity
superior to 20%, chalcone 24 (21.7±3.1% at 50 µM), which has a hydroxyl group at 2’
position of the A ring and a chlorine at 3 position of the B ring.
All the tested compounds from the group of chalcone analogues (29-41), which
hold two double bonds linking the A and B rings, were not able to inhibit the α-amylase
activity, at the maximum tested concentrations.
B

Chalcone 4
Butein

100
80
60
40
20
0

0

25

50

75

100

Inhibition of -amylase activity (%)

Inhibition of -amylase activity (%)

A

Acarbose

100
80
60
40
20
0
0.0

2.5

5.0

7.5

Concentration (M)

Concentration (M)

IC50=82.7±7.1 µM

IC50=0.7±0.1 µM

10.0

Fig. 42: α-Amylase inhibition by chalcone 4 (butein) (A) and the positive control acarbose
(B). Each value represents mean±SEM of at least three experiments.
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3.2 In vitro α-glucosidase inhibition assay
The inhibitory effect of chalcones 1-28, chalcone analogues 29-41 and the positive
control, acarbose, against α-glucosidase activity are shown in Table 2.
Table 2: Structures and in vitro α-glucosidase inhibition by chalcones (% inhibition at the
highest tested concentration, indicated in superscript).

1-28

29-41
α-Glucosidase

Compound

R2’

R4’

R6’

R2

R3

R4

R5

R6

inhibitory
activity (%)

1

-

-

-

-

-

-

-

-

<20150 µM

2

OH

-

-

-

-

-

-

-

<2075 µM

3

OH

OH

-

-

-

-

-

-

<20150 µM

OH

OH

-

-

OH

OH

-

-

86.3±2.2150 µM (a)

5

OH

OH

OH

-

OH

OH

-

-

ND

6

OH

-

-

OMe

-

-

-

-

<2040 µM

7

OH

-

-

-

OMe

-

-

-

<2040 µM

8

OH

-

-

-

-

OMe

-

-

<2040 µM

9

OH

-

-

-

OMe

OH

-

-

33.6±3.5150 µM (b)

10

OH

-

-

-

OMe

OMe

-

-

<2040 µM

11

OH

-

-

-

OMe

OMe

OMe

-

<2040 µM

4
Butein
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Table 2: Structures and in vitro α-glucosidase inhibition by chalcones (% inhibition at the
highest tested concentration, indicated in superscript) (continued).

1-28

29-41
α-Glucosidase

Compound

R2’

R4’

R6’

R2

R3

R4

R5

R6

inhibitory
activity (%)

12

OH

OH

-

-

-

OMe

-

-

<20150 µM

13

OH

OH

-

-

OMe

OMe

-

-

<20150 µM

14

OH

OMe

OMe

-

-

OMe

-

-

<2040 µM

15

OH

OMe

OMe

-

OMe

OMe

OMe

-

<2040 µM

16

OMe

OMe

OMe

-

OMe

OMe

-

-

<20150 µM

17

-

-

-

-

OMe

OMe

-

-

<20150 µM

18

OH

-

-

-

Me

-

-

-

<2040 µM

19

OH

-

-

Me

-

Me

-

Me

<2040 µM

20

-

-

-

-

-

NO2

-

-

<2075 µM

21

OH

-

-

-

-

NO2

-

-

95.6±1.875 µM (a)

22

-

-

-

-

-

Cl

-

-

<2040 µM

23

OH

-

-

Cl

-

-

-

-

<2040 µM

24

OH

-

-

-

Cl

-

-

-

<2040 µM

25

OH

-

-

-

-

Cl

-

-

<2040 µM

59

Table 2: Structures and in vitro α-glucosidase inhibition by chalcones (% inhibition at the
highest tested concentration, indicated in superscript) (continued).

1-28

29-41
α-Glucosidase

Compound

R2’

R4’

R6’

R2

R3

R4

R5

R6

inhibitory
activity (%)

26

OH

-

-

Cl

-

Cl

-

-

96.3±2.2150 µM (a)

27

OH

-

-

Cl

-

-

-

Cl

<2040 µM

28

OH

-

-

-

Cl

Cl

-

-

<2040 µM

29

-

-

-

-

-

-

-

-

<2040 µM

30

-

Me

-

-

-

-

-

-

<2040 µM

31

-

OMe

-

-

-

-

-

-

<2040 µM

32

-

Cl

-

-

-

-

-

-

<2040 µM

33

-

F

-

-

-

-

-

-

<2040 µM

34

-

Br

-

-

-

-

-

-

<2040 µM

35

-

NO2

-

-

-

-

-

-

<2040 µM

36

-

-

-

-

-

Me

-

-

<2040 µM

37

-

-

-

-

-

OMe

-

-

<2040 µM

38

-

-

-

-

-

NO2

-

-

<2040 µM

39

-

-

-

NO2

-

-

-

-

<2040 µM
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Table 2: Structures and in vitro α-glucosidase inhibition by chalcones (% inhibition at the
highest tested concentration, indicated in superscript) (continued).

1-28

29-41
α-Glucosidase

Compound

R2’

R4’

R6’

R2

R3

R4

R5

R6

inhibitory
activity (%)

40

OH

-

-

-

-

-

-

-

<2040 µM

41

OH

-

-

NO2

-

-

-

-

95.7±0.675 µM (a)

Positive
control:

81.6±1.22285 µM (a)

Acarbose

ND: Not determined due to interference with the methodology
% Inhibition with different superscript letters are significantly different from each other (p<0.05)

The results presented in Table 2, showed that some chalcones have interesting
inhibitory activities against α-glucosidase activity. The most promising inhibitors were
chalcone 4 (butein), chalcone 21, chalcone 26 and chalcone analogue 41, with the IC50
values of 32.9±0.9 µM, 47.3±0.3 µM, 83.8±1.4 µM, 36.1±1.0 µM, respectively (Fig. 43).
Among the hydroxylated compounds (2-5), chalcone 4 (butein), with hydroxyl
groups at 2’ and 4’ positions of the A ring and 3 and 4 positions of the B ring, was the most
active compound, with an IC50 value of 32.9±0.9 µM, which is almost sixteen times lower
than the IC50 found for acarbose, the positive control (IC50=517.9±24.3 µM). Chalcone 2,
with a hydroxyl group at 2’ position of the A ring and no substitutions at the B ring, and
chalcone 3, with hydroxyl groups at 2’ and 4’ positions of the A ring and without
substitutions at the B ring, showed no inhibitory activity. According to the results, hydroxyl
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substitutions seems to have an important function in the inhibitory activity of these
compounds.
Considering the hydroxylated and methoxylated chalcones (6-15) and the
methoxylated chalcones (16, 17), no relevant inhibitory activities were showed up to the
highest tested concentration. Chalcone 9, with a hydroxyl group at 2’ position of the A ring,
a methoxy substitution at 3 position and a hydroxyl group at 4 position of the B ring, showed
an inhibitory activity of 33.6±3.5 at 150 µM, despite the low activity, was the highest
inhibitory activity found among these group of chalcones. The results indicate that the
presence of methoxy groups did not favoured the inhibitory activity against α-glucosidase.
In what concerns the studied chalcones with methyl substitutions (18, 19), no
inhibitory activity against α-glucosidase activity was observed.
From the group of chalcones holding nitro groups (20, 21), chalcone 21
(IC50=47.3±0.3 µM), with a hydroxyl group at 2’ position of the A ring and a nitro group at
4 position of the B ring, showed almost eleven times more activity than the positive control,
acarbose (IC50=517.9±24.3 µM) (Fig. 43). Notably, the presence of a nitro group together
with a hydroxyl group, increased the inhibitory activity, as observed comparing chalcone 21
and chalcone 20 (<20% at 75 µM), which has no substitutions at the A ring and a nitro
group at the same position of the B ring.
Examining the results of the chlorinated chalcones (22-28), chalcone 26, with a
hydroxyl group at 2’ position of the A ring and a chlorine at 2 and 4 positions of the B ring,
was the most active compound, with an IC50 value of 83.8±1.4 µM, which is six times higher
than acarbose (IC50=517.9±24.3 µM) (Fig. 43). Chalcones 22-25, chalcone 27 and chalcone
28 had no activity against the enzyme.
Among the chalcone analogues (29-41), which hold two double bonds linking the
A and B rings, chalcone 41, with a hydroxyl group at 2’ position of the A ring and a nitro
group at 2 position of the B ring, showed a high inhibitory activity, with an IC50 value of
36.1±1.0 µM, almost fifteen times more activity than the positive control, acarbose
(IC50=517.9±24.3 µM) (Fig. 43). In turn, the presence of the nitro group seems to be
essential for the inhibitory activity of the compounds. The tested chalcone analogues 2940 showed an inhibitory activity inferior to 20%, up to the highest tested concentrations.
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Fig. 43: α-Glucosidase inhibition by chalcone 4 (butein) (A), chalcone 21 (B), chalcone 26
(C), chalcone analogue 41 (D) and acarbose (E), the positive control. Each value
represents mean±SEM of at least three experiments.

3.3 Inhibitory kinetic analysis

3.3.1 Inhibitory kinetic analysis of α-amylase
In accordance with the described results, the type of inhibition of the chalcone 4
(butein), which was the most active chalcone to inhibit α-amylase activity, and the positive
control acarbose, were obtained by the nonlinear regression of Michaelis-Menten and
Lineweaver-Burk plots, with the estimation of Km and Vmax. As observed in Fig. 44, chalcone

63

4 (butein) showed a competitive inhibition, since the Km value increased (ϰ-intercept moves
closer to the origin with increasing inhibitor concentrations) and Vmax value remained
constant (same y-intercept). Acarbose have shown a mixed inhibition type, in which the Km
and Vmax value decreased (ϰ-intercept and y-intercept deviate from the origin with
increasing inhibitor concentrations).
A

B

Chalcone 4
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1/V 0 (m in /A bs)

5 0 
45 

0.75 M
0.5 M

0.24

25 

Acarbose

0.25 M

Control
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0.16

-4

-3

-2

-1

0.16

0.08

0.08

-5

1/V0 (min/Abs)
0.24

1

2

3

4

5

-8 -7 -6 -5 -4 -3 -2 -1

1/[S] (m M -1)

-0.08

1 2 3 4 5

-0.08

-0.16

1/[S] (mM-1 )

-0.16
Mixed inhibition

Competitive inhibition

Fig. 44: Lineweaver-Burk plots of α-amylase inhibition by chalcone 4 (butein) and
acarbose, the positive control.

It was possible to select the best inhibition model using Solver, by comparing the
sum of the square errors values among the different enzyme inhibition models. The best
kinetic model corresponds to the model with the lowest sum of the square error value. The
results for the type of inhibition and the kinetic constants values (Vmax, Km, Kic and/or Kiu)
for chalcone 4 (butein) and acarbose, estimated using Solver are showed in Table 3. The
obtained results corroborate that chalcone 4 (butein) is a competitive inhibitor and
acarbose is a mixed inhibitor. The analysis by ANOVA one-factor showed that the procedure
adopted

had

a

precision

better

than

2.2

Δabsorbance/minutes

and

1.4

Δabsorbance/minutes for chalcone 4 (butein) and acarbose, respectively, as calculated from
the within-groups mean square. The ANOVA also showed a F value for the assays with
chalcone 4 (butein) and acarbose, of 18.0 and 59.9, respectively, higher than the F critical
value (1.9 and 1.4, respectively), corresponding to a p value < 0.05, as consequence of its
significant effect on the enzymatic activity.
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Table 3: Type of inhibition (using Solver supplement) of chalcone 4 (butein) and acarbose
against α-amylase activity and respective kinetic parameters values: Vmax, Km, Kic and Kiu
(mean±SEM).

Compound

Type of
inhibition

Vmax

Km

Kic

Kiu

Chalcone 4
Butein

Competitive

34.7±1.5

1.3±0.1

122.6±4.7

-

Acarbose

Mixed

40.5±0.6

0.9±0.02

2.6±0.2

0.4±0.01

3.3.2 Inhibitory kinetic analysis of α-glucosidase
The type of inhibition of the most active compounds, chalcone 4 (butein), chalcone
21, chalcone 26, chalcone analogue 41 and acarbose, against α-glucosidase activity, were
deducted by the nonlinear regression of Michaelis-Menten and Lineweaver-Burk plots. Fig.
45 shows the Lineweaver-Burk plots of α-glucosidase activity. Chalcone 4 (butein), chalcone
21 and acarbose showed a competitive inhibition, since the Km value increased and Vmax
value remained constant. Chalcone 26 and chalcone 41 showed a non-competitive
inhibition, which the Km value remained constant (same ϰ-intercept) and Vmax value
decreased (y-intercept deviate from the origin).
Additionally, was used the nonlinear regression to determine the kinetic
parameters and the type of inhibition using Solver supplement. The obtained results are
showed in Table 4. The results confirmed the inhibition type obtained by the LineweaverBurk plots, with the exception of chalcone 21, which exhibited a non-competitive inhibition.
The analysis by ANOVA one-factor enabled to conclude that the procedure adopted had a
precision

better

than

5.7

Δabsorbance/minutes,

4.7

Δabsorbance/minutes,

7.2

Δabsorbance/minutes, 4.4 Δabsorbance/minutes, 2.4 Δabsorbance/minutes for chalcone 4
(butein), chalcone 21, chalcone 26, chalcone analogue 41 and acarbose, respectively, as
calculated from the within-groups mean square. The ANOVA also showed a F value for the
assays with chalcone 4 (butein), chalcone 21, chalcone 26, chalcone analogue 41 and
acarbose of 35.8, 77.7, 24.6, 77.5, 238.2, respectively, higher than the F critical value (1.9,
1.8, 1.8, 1.8 and 1.9 respectively), corresponding to a p value < 0.05, as consequence of its
significant effect on the enzymatic activity.
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Fig. 45: Lineweaver-Burk plots of α-glucosidase inhibition by chalcone 4 (butein) (A),
chalcone 21 (B), chalcone 26 (C), chalcone 41 (D) and acarbose (E), the positive control.

Table 4: Type of inhibition (using Solver supplement) of chalcone 4 (butein), chalcone 21,
chalcone 26, chalcone analogue 41 and acarbose against α-glucosidase activity and
respective kinetic parameters values: Vmax, Km, Kic and Kiu (mean±SEM).

Compound

Type of
inhibition

Vmax

Km

Kic

Kiu

Chalcone 4
Butein

Competitive

135.4±2.5

1.6±0.04

22.3±0.3

-

Chalcone 21

Noncompetitive

458.6±31.8

7.3±0.9

101.5±1.8

101.5±1.8

Chalcone 26

Noncompetitive

154.9±9.8

2.1±0.2

82.7±3.2

82.7±3.2

Chalcone
analogue 41

Noncompetitive

216.6±11.7

2.8±0.3

42.1±1.1

42.1±1.1

Acarbose

Competitive

165.5±3.2

2.4±0.1

372.1±3.3

-
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4. Discussion
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The currently available pharmacological therapy used in the management of DM
has not been totally effective, showing some undesirable side effects. Therefore, it is
essential to find safer, more effective and specific hypoglycaemic drugs to control this
disease. The enzymes α-amylase and α-glucosidase play a central role in the breakdown of
carbohydrates before the intestinal absorption of monosaccharides, thus, display an
important role in controlling the postprandial blood glucose levels. Inhibition of these two
enzymes is one of the therapeutic approaches used to modulate DM and its complications
(149, 150).
Chalcones, abundant in edible plants, display several biological activities,
including the anti-diabetic (120), which is the focus of the present thesis. The effect of some
natural and synthetic chalcones have already been studied against α-amylase and αglucosidase activities (167). However, the comparison of the results found in the literature
is difficult due to several experimental variables: 1) the in vitro model used: cellular model
with different types of cells, or enzymatic model, with different origin of enzymes and
substrates; 2) the origin of chalcones: chemical synthesis, isolated from natural sources, or
commercially acquired; 3) the tested concentrations of chalcones, and 3) time of exposure.
These differences lead to discrepancies and difficulties in the comparison among the
studies. Furthermore, the published works and the panel of chalcones studied regarding
their inhibitory effect against digestive enzymes are scarce. Thus, in the present work it was
evaluated the inhibitory effect of a panel of twenty-eight chalcones and thirteen chalcone
analogues, in a total of forty-one structurally related scaffolds, against α-amylase and αglucosidase activities.
This work started with the study of an unsubstituted chalcone (1), which allow the
understanding about the impact of different substituents in the aryl rings in the inhibitory
activity of these compounds. Chalcone 1 was unable to inhibit α-amylase at the maximum
tested concentration (100 µM). In turn, contrary to our findings, Najafian et al. (168) also
studied this compound, and reported a reversible partial inhibitory effect, with an
IC50=96.44 μM and a competitive behaviour. In order to validate their results, the authors
studied α-amylase inhibitory activity of chalcone 1 in an in vivo model (169). The authors
observed that, at 8 mg/kg, a significant reduction of hyperglycaemia, normalization of lipid
profile, along with a reduction of water intake and urine volume, was found, showing that
chalcone 1 is an effective agent for the treatment of type 2 DM and also in the prevention of
obesity, mainly through the inhibition of α-amylase. These different results could be
explained by the differences found in the experimental conditions, such as the use of starch
as substrate and the measure of maltose to determine the inhibition of α-amylase.
Different substitutions in the main chalcone scaffold were tested against α-amylase
inhibitory activity. The most active one was the hydroxylated chalcone 4 (butein)
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(IC50=82.7±7.1 µM). The chalcones 1, 2, and 3, studied here for the first time, did not shown
any activity against α-amylase. These results demonstrate that, the presence of hydroxyl
groups at 2’ and 4’ positions of the A ring and 3 and 4 positions of the B ring (4, butein),
seems to contribute to the inhibitory effect. As example, chalcone 3 which has hydroxyl
groups at 2’ and 4’ positions of the A ring and no substitutions at B ring, showed no
inhibitory activity, suggesting that the presence of the catechol group was crucial for the
activity of chalcone 4 (butein). A similar conclusion was drawn by Seo et al. (170) which
studied the inhibitory effect of chalcones substituted with hydroxyl, amine and sulfonamide
groups against α-amylase. The authors report that the most active compound was a
sulfonamide chalcone with a catechol group in 3 and 4 positions at the B ring. By the
comparison with the same chalcone with just one hydroxyl group at 4 position of the B ring,
which presented the double of the IC50, the authors concluded that the catechol group is
essential for the inhibition of α-amylase (170).
Accordingly, it was already described that the presence of the catechol group on
other polyphenol scaffold, as flavonoids, is essential for the inhibitory activity against αamylase (171, 172).
In general, substitutions with methoxy groups were not favourable for the
inhibitory activity towards α-amylase. To the best of our knowledge, chalcones 6-17 were
studied here for the first time. Chalcone 13 differ from the chalcone 4 (butein), due the
presence of the two methoxy groups in the B ring (13) instead the two hydroxyl groups
present in chalcone 4. Analysing these two chalcones, it is possible to conclude that the
presence of methoxy groups was not favourable for the inhibitory activity, as shown by the
loss of activity of chalcone 13. Comparing chalcone 3, with hydroxyl groups at 2’ and 4’
positions of the A ring, and chalcone 12 with the same hydroxyl substitutions and an
additional methoxy substitutions at the B ring, it is possible to see, that the addition of the
methoxy group did not improve the inhibitory activity of the chalcone. These results are in
accordance with Yang et al. (173), which studied one hydroxylated chalcone and two
chalcones with a O-glucopyranoside at the A ring. Among chalcones with a Oglucopyranoside, one chalcone has hydroxyl substitutions at 3 and 4 positions of the B ring,
and when the hydroxyl at 4 position is substituted by a methoxy, the activity decreased from
41% to 15%, at the concentration of 556 µg/mL (173). This is consistent with what has been
found by Bale et al. (174), which showed that the substitution with methoxy groups also
decreased the inhibitory activity of the most active compound. In this study, the authors
tested two groups of chalcones, six chalcones with a methyl group at 4’ position of the A
ring, and the other group of seven chalcones with a methoxy substitution at the same
position, both with different substitutions at the B ring. The most active compound of each
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group has a SCH3 at the 4 position of the B ring. However, when this group is substituted by
a methoxy group, the IC50 value increased (174).
Nevertheless, the presence of three methoxy groups at 3, 4 and 5 positions of the B
ring, originated a slight improvement of the inhibitory effect, since chalcone 11 showed
36.2±3.2% of inhibition at 100 µM. Despite the slight inhibitory activity, it is suggested that
the presence of a hydroxyl group at 2’ position of the A ring, together with methoxy
substitutions at 3, 4 and 5 positions of the B ring, seems to benefit the inhibitory activity.
The methyl group is not favourable for the inhibitory effect of chalcones, as it is
possible to see by the lack of activity observed for chalcone 18 and chalcone 19. As far as we
know, these structures were also studied here for the first time. However, Hu et al. (175)
studied a chalcone with methyl substitutions at 3’ and 5’ positions of the A ring, together
with hydroxyl groups at 2’ and 4’ positions and a methoxy substitution at 6’ position of the
A ring, and no substitutions at the B ring. This chalcone inhibited the α-amylase in a dosedependent and in a non-competitive manner, with an IC50=43 μM. Also, Bale et al. (174)
studied compounds with methyl substitutions, at 4’ positions of the A ring, with different
attachments at the B ring. In their study, the tested chalcones showed significant in vitro αamylase inhibitory activities, presenting IC50 values from 1.27±0.7 to 2.26±0.07 µM. These
differences among studies clearly shown that the pattern of substitutions can alter the
activity of the compounds.
In what concerns the chalcones holding nitro groups (20, 21), there are no reports
in literature about their effect against α-amylase. Indeed, these chalcones shown low or
none activity.
In what concerns the group of chalcones with chlorine substitutions (22-28), also
reduced α-amylase inhibition was observed. As far as we know, chalcones 22-28 were also
studied here for the first time. The presence or absence of the hydroxyl group at 2’ position
of the A ring is indifferent for the intended effect, as it is shown comparing chalcone 22,
with no substitutions at the A ring and a chlorine at 3 position of the B ring, with chalcone
25, with the hydroxyl group at the A ring and a chlorine at the same position in the B ring.
Increasing chlorine substitutions at the B ring was also indifferent for the activity. This is
clear by comparing chalcone 23, which has a hydroxyl group at 2’ position of the A ring and
chlorine substitution at 2 position of the B ring, with chalcone 26, with the same
substitutions and a second chlorine at 4 position of the B ring. A similar pattern of results
was obtained by Bale et al. (174), which also studied chalcones with chlorine substitutions
at the B ring. Despite the significant inhibitory activity of the studied compounds, when at
the most active chalcone, the SCH3 at the B ring was substituted by a chlorine group, the
IC50 value increased. The same effect was observed with other tested chalcone, in which the
addition of two chlorine groups at the B ring, also increased the IC50 value (174).
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All the tested new chalcone analogues (29-41), showed an inhibitory activity
inferior to 20%, up to the highest tested concentrations. These compounds have two double
bonds linking the A and B rings, and different compounds were tested, including an
unsubstituted chalcone (29), substitutions at 4’ positions of the A ring with methyl (30),
methoxy (31), chlorine (32), fluorine (33), bromine (34), nitro group (35); substitutions at
4 positions of the B ring with methyl (36), methoxy (37), nitro group (38); substitutions at
2 position of the B ring with a nitro group (38), substitutions at 2’ position of the A ring
with hydroxyl (40), and a is di-substituted with a hydroxyl and a nitro group (41). The
tested substitutions at these positions did not favoured the indeed effect. Bale et al. (174)
studied similar chalcone analogues against α-amylase activity, also holding two double
bonds linking the A and B rings, and with different substitutions, including chlorine,
bromine, methoxy, ethoxy and methyl-sulfane, mainly at 4’ position of the A ring and at 4
position of the B ring. However, the ketone is located in the middle of the two double bonds.
The tested compounds demonstrated α-amylase inhibitory potential, in the range of
IC50=1.63±0.18–2.40±0.09 µM. The most active compound was a chalcone holding
methoxy groups at 4’ position of the A ring and at 4 position of the B ring. Once again, the
differences in the pattern of substitutions and/or the variables found in the experimental
conditions, could dictate different results.
After the study of the effectiveness of the tested chalcones on α-amylase inhibition,
the most active chalcone (chalcone 4, butein) and the positive control acarbose, were
selected to study their type of inhibition. The nonlinear regression of Michaelis-Menten
with the complement Lineweaver-Burk plots were used in order to determinate their
inhibitory kinetics. Since the linear transformations of the Michaelis-Menten equation are
less accurate, the type of inhibition and the kinetic constants were also evaluated using
Solver supplement of Excel Microsoft OfficeTM. The two methods are in accordance and
showed that chalcone 4 (butein) is a competitive inhibitor, due to the increase of Km value
and the constant value of Vmax, with increasing inhibitor concentrations. This means that
chalcone 4 (butein) competes with the substrate for the active site of the enzyme, thus, it is
required more concentration of CNPG3 to generate the reaction product. Acarbose have
shown a mixed type of inhibition, in which the Km and Vmax value decreased with increasing
inhibitor concentrations. This means that acarbose can bind to both the free enzyme and
the enzyme-substrate complex. This finding is corroborated by other authors (176, 177). The
analysis by ANOVA also showed that chalcone 4 (butein) and acarbose have a F value higher
than the F critical value, which allowed the rejection of the null hypothesis, reinforcing that
the compounds exhibited an inhibitory effect on the enzymatic activity.
Analysing the results of the α-glucosidase inhibition by chalcones it is possible to
observe that the most active compounds were chalcone 4 (butein), chalcone 21, chalcone
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26 and chalcone analogue 41, with IC50 values of 32.9±0.9 µM, 47.3±0.3 µM, 83.8±1.4 µM,
36.1±1.0 µM, respectively. Chalcone 4 (butein), with hydroxyl groups at 2’ and 4’ positions
of the A ring and 3 and 4 positions of the B ring, was the most active compound, followed
by the chalcone analogue 41, which has two double bonds linking the A and B rings, and a
hydroxyl group at 2’ position of the A ring and a nitro group at 2 position of the B ring,
chalcone 21, with a hydroxyl group at 2’ position of the A ring and a nitro group at 4 position
of the B ring, and finally chalcone 26, which has a hydroxyl group at 2’ position of the A ring
and a chlorine at 2 and 4 positions of the B ring.
In what concerns the studies with compounds holding hydroxyl groups (2-5) and
the hydroxylated and/or methoxylated compounds (6-17), chalcone 4 (butein) was the only
chalcone that showed a potent inhibitory activity, with an IC50 almost sixteen times lower
than the IC50 found for acarbose, the positive control. No relevant activity was observed for
the other hydroxylated and/or methoxylated chalcones (2,3, 5-17), except chalcone 9,
which has a hydroxyl group at 2’ position of the A ring, a methoxy substitution at 3 position
and a hydroxyl group at 4 position of the B ring, which showed an inhibitory activity of
33.6±3.5 at 150 µM. These results suggest that the presence of the hydroxyl groups is crucial
for the inhibition of α-glucosidase activity. Comparing chalcone 3, with hydroxyl groups at
2’ and 4’ positions of the A ring, with chalcone 4 (butein), it is possible to conclude that the
presence of the catechol group at 3 and 4 positions of the B ring favoured the inhibitory
activity effect against α-glucosidase activity. On the other hand, the comparison of chalcone
4 (butein) and chalcone 13, which has hydroxyl groups in the same positions of the A ring
and methoxy groups at 3 and 4 positions of the B ring, it is possible to conclude that the
presence of methoxy substitutions in the chalcone scaffold, did not bring any advantage for
the intended effect. Moreover, increasing the number of methoxy groups in the B ring, in
contrast with was obtained for α-amylase, did not favour the inhibitory activity, as it is
possible to see comparing chalcone 10 with chalcone 11. A similar pattern of results was
obtained by Cai et al. (178), which tested a series of hydroxyl and methoxy chalcones against
α-glucosidase activity. Comparing the tested compounds, in general, chalcones holding
methoxy groups, showed much lower inhibitory activities than chalcones with hydroxyl
groups, at the same positions. As example, the authors tested the inhibitory activity of one
chalcone which has methoxy groups at 2’ and 4’ positions at the A ring and a hydroxyl group
at 4 position at the B ring, and when compared with one chalcone which has hydroxyl groups
in the same positions of the A and B ring, the IC50 decreased. Taking into account these
results, the authors reported that the presence of a H-bond donor is the key for a better
interaction of these compounds with the enzyme. In line with our rationale, the authors also
described that the number and position of the hydroxyl groups in chalcone is an important
factor for their inhibitory activity. The authors concluded that the presence of a catechol
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group in the A and B rings was relevant for the inhibitory activity (178). Similarly to our
results, Ansari et al. (179) tested one chalcone with a methoxy group at the B ring, and when
a hydroxyl group at 2’ position of the A ring was added to the chalcone, the IC 50 value
decreased (179). Sun et al. (180) evaluated the inhibitory activity of hydroxylated,
prenylated and/or geranylated chalcones, and the results showed that the presence of
prenyl and geranyl substitutions were essential for the inhibitory activity. Besides that, the
substitution of the hydroxyl for methoxy groups at one prenylated chalcone diminished the
activity (180) corroborating our results. Ryu et al. (181) tested another group of chalcones
with different substitutions. The prenylated chalcone with hydroxyl groups at 2’ and 4’
positions of the A ring, together with a 3,4-di-hydroxyl group at the B ring was the most
active compound. The catechol was important for the activity, since when a hydroxyl was
removed from the B ring, the IC50 increase for the double (181). Seo et al. (170) also showed
the importance of the catechol group at the B ring. The authors studied hydroxylated,
aminated and sulfonamide chalcones. Among the tested chalcones, the sulfonamide
chalcone with a catechol at 3 and 4 positions of the B ring was the most potent inhibitor of
α-glucosidase activity.
The presence of a nitro group in the chalcone scaffold increased the inhibitory
activity of chalcones against α-glucosidase activity. Chalcone analogue 41, with an IC50 value
of 36.1±1.0 µM, showed almost fifteen times more activity than the positive control,
acarbose. Chalcone 21 exhibited eleven times more activity than acarbose. The addition of
the nitro groups at chalcone 2 and chalcone analogue 40, both with a single hydroxyl group
at 2’ position of the A ring, resulted in strong inhibitory activities. Moreover, the presence
of a hydroxyl group was crucial for the α-glucosidase inhibition. This is evident by
comparing the result obtained for chalcone 20, with a nitro group at 4 position of the B ring,
which has no activity, and chalcone 21, with an additional hydroxyl group at 2’ position of
the A ring, that presented an IC50=47.3±0.3 µM. The same effect was observed in chalcone
analogues, as example, comparing chalcone analogue 39, with a nitro group at 2 position of
the B ring, with chalcone analogue 41, with an additional hydroxyl group at 2’ position of
the A ring. In turn, changing the position of the nitro group in chalcone 39, to 2’ position of
the A ring (chalcone analogue 35) and to 4 position of the B ring (chalcone analogue 38)
did not improve the inhibition of the compounds. As far as we know, chalcone 21 and
chalcone analogues with nitro groups (35, 38, 39, 41) was studied here for the first time.
Chalcone 20 was already evaluated by Ansari et al. (179) and Jabeen et al. (182). In both
studies, the authors evaluated the inhibitory activity of different compounds with different
substitutions, including hydroxylated, methoxylated, aminated and sulfonamide chalcones.
In these studies, chalcone 20, was the less active compound.

74

From all the chalcones containing chlorine (22 – 28), the most active compound
was chalcone 26, with an IC50 value six times higher than acarbose. To the best of our
knowledge, this was the first study with chalcones holding chlorine substitutions for the αglucosidase activity. Recently, Proença et al. (183) studied a series of chlorinated flavonoids.
The flavonoid holding a chlorine group at the C ring and hydroxyl substitutions at the A and
B ring was one of the most active compounds. The same group has shown that chlorinated
flavonoids display potential anti-inflammatory activity (184), essential to avoid damages
induced by inflammatory processes, which is exacerbated under diabetic conditions, and
consequently there is an excessive production of reactive species. These together with our
results indicate that the chlorine is a substituent that should be explored with possibilities
to originate promising chemical structures for the intended effect.
In what concerns the other tested compounds, chalcones substituted with methyl
groups (18, 19) were not able to inhibit α-glucosidase activity, at the maximum tested
concentration. The same conclusion was drawn by Hu et al. (175), that evaluated a chalcone
with methyl substitutions at 3’ and 5’ positions of the A ring, together with hydroxyl and
methoxy substitutions at the A ring, and no substitutions at the B ring, which did not present
any inhibitory activity against α-glucosidase activity.
The chalcone analogues with methyl (30, 36), methoxy (31, 37), chlorine (32),
fluorine (33) and bromine (34) substitutions were not able to inhibit α-glucosidase activity,
at the maximum tested concentration of 40 µM. As far as we know, these chalcone analogues
with two double bonds between the A and B rings were evaluated here for the first time. Cai
et al. (178) studied a series of hydroxylated and methoxylated chalcones and bis-chalcones,
which contain two chalcone moieties in a single structure, thus, also display two double
bond in its structure. The authors reported that the introduction of hydroxyl groups in bischalcones were determinant to increase the inhibitory activity (178).
The type of inhibition of the most active compounds were studied using
Lineweaver-Burk plots and Solver supplement. Both methods shown that chalcone 4
(butein) and acarbose have a competitive inhibition type. The competitive inhibition means
that these compounds competes with the substrate to the active site of the enzyme. The Km
value increased, and the Vmax value remained constant with increasing inhibitor
concentrations. In what concerns chalcone 21, a difference between both methods was
observed. Lineweaver-Burk plots showed a competitive inhibition, while in the Solver
supplement the type of inhibition was non-competitive. It is known that the LineweaverBurk plots are less accurate than the use of nonlinear regression calculated with the Solver
supplement (166). Moreover, using the Solver supplement, the definition of the type of
inhibition was performed according to the F test and the AIC test, allowing us to conclude
that the inhibition type of chalcone 21 is non-competitive. In turn, chalcone 26 and
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chalcone 41 also showed a non-competitive inhibition. As non-competitive inhibitors, these
chalcones can bind with equal affinity to both the free enzyme and the enzyme-substrate
complex, outside of the active site. In what concerns acarbose, the competitive type of
inhibition was already reported by other authors (176, 183, 185). However, Son et al. (186)
reported that acarbose is a mixed type inhibitor. These different results may be due to
differences in experimental conditions. The analysis by ANOVA showed that the method
has a precision better than 5.7 Δabsorbance/minutes, 4.7 Δabsorbance/minutes, 7.2
Δabsorbance/minutes, 4.4 Δabsorbance/minutes, 2.4 Δabsorbance/minutes for chalcone 4
(butein), chalcone 21, chalcone 26, chalcone analogue 41 and acarbose, respectively. The
analysis by ANOVA also showed that the compounds have a F value higher than the F critical
value, which means that, despite the variability found in the method precision, the
compounds exhibited inhibitory effect against the enzyme activity.
The commercially available α-glucosidase inhibitors induce an excessive increase
of undigested carbohydrates in the intestine, mainly due to the non-specific inhibition of αamylase, leading to gastrointestinal side effects. A strong α-amylase inhibitory activity, lead
to prolonged inhibition of starch hydrolysis and the accumulation of undigested
carbohydrates in the colon, which result in excessive bacterial fermentation of
carbohydrates, that are than used as substrate by bacterias. The consequences for the
patients are severe gastrointestinal complications such as diarrhoea, flatulence and
abdominal distention. Therefore, inhibitors of α-glucosidase with mild inhibitory activity
against α-amylase, constitute one of major therapeutic strategies for the treatment of type
2 DM. Acarbose is one of the mostly prescribed α-glucosidase inhibitor in type 2 DM.
However, its use is associated with severe gastrointestinal side effects thus, is essential to
find therapeutic strategies to overcome this inconvenient and search for more effective and
safer inhibitors (149, 187).
Chalcone 4, butein, is an important natural occurring chalcone. Butein is present
in several plants, such as in Semecarpus anacardium, and in herbs including Caragana
jubata, Rhus verniciflua, and Dalbergia odorifera. All these plants have been showing
antioxidant, anti-inflammatory, anticancer, antinephritic, antibacterial and anti-diabetic
properties (188, 189). The anti-diabetic activity of butein was already evaluated in vitro and
in vivo against aldose reductase, the responsible reductase for polyol pathway, the
alternative route of glucose metabolism, which converts glucose into sorbitol, that
accumulates in tissues causing several complications. Butein was shown to significantly
reduce the activation of aldose reductase, preventing those complications (190, 191). It is
known that inflammation contribute to the development of insulin resistance and
disfunction of pancreatic β cells. Butein was also shown to be a potential therapeutic anti-
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inflammatory agent (188). To the best of our knowledge, the inhibitory activity of butein
against α-amylase and α-glucosidase, was studied here for the first time.
Since the most recent recommendations of the scientific community is that it
should be found a compound with a mild inhibition of α-amylase and potent inhibition of
α-glucosidase activity, among the tested chalcones, chalcone 4 (butein) and chalcone 21
constitute the promising molecules to address type 2 DM control and/or treatment.

77

5. Conclusions
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Natural chalcones and their derivatives, have been shown to be bioactive molecules
with great interest for the scientific community, due to their putative anti-diabetic
properties. Few studies have been published in order to stablish the structure-activity
relationship of chalcones against the inhibitory activity of the digestive enzymes, α-amylase
and α-glucosidase. Therefore, in the present study, a panel of forty-one chalcones was
evaluated for this effect, most of them for the first time. It was possible to conclude that the
substitution pattern influences the inhibitory activity of the compounds, being the presence
of hydroxyl groups favourable for the intended effect. From the obtained results, chalcone
4 (butein) and chalcone 21 were the most active compounds, showing a moderate action on
α-amylase and a potent α-glucosidase inhibition. Therefore, the presence of hydroxyl
groups at 2’ and 4’ positions of the A ring and at 3 and 4 positions of the B ring on chalcone
4 (butein) and hydroxyl groups at 2’ position of the A ring and a nitro group at 4 position of
the B ring, on chalcone 21, seems to be essential for the inhibitory activity of the chalcones
(Fig. 46). Moreover, it was proved that chalcone 4 (butein) displayed a competitive type of
inhibition for both enzymes and chalcone 21 presented a non-competitive type of inhibition
for α-glucosidase.
This study provided important considerations about the chalcones’ scaffold and
their anti-diabetic effect. These results also contribute for the design of novel molecules that
can be useful in the management of type 2 DM.

Chalcone 4 (butein)

Chalcone 21

Fig. 46: Potential promising substitutions of chalcones which contributes to α-amylase
and α-glucosidase inhibition.

79

6. References

80

1.Ji HF, Li XJ, Zhang HY. Natural products and drug discovery. Can thousands of years of
ancient medical knowledge lead us to new and powerful drug combinations in the fight
against cancer and dementia? EMBO Rep. 2009;10(3):194-200.
2.DeCorte B. Underexplored opportunities for natural products in drug discovery. J Med
Chem. 2016;59(20):9295-304.
3.Rasouli H, Farzaei MH, Khodarahmi R. Polyphenols and their benefits: a review. Int J
Food Prop. 2017;20(2):1700-41.
4.Xiao J, Kai G, Yamamoto K, Chen X. Advance in dietary polyphenols as alphaglucosidases inhibitors: a review on structure-activity relationship aspect. Crit Rev Food Sci
Nutr. 2013;53(8):818-36.
5.Ganesan K, Xu B. A critical review on polyphenols and health benefits of black soybeans.
Nutrients. 2017;9(5):1-17.
6.Guasch-Ferre M, Merino J, Sun Q, Fito M, Salas-Salvado J. Dietary polyphenols,
mediterranean diet, prediabetes, and type 2 diabetes: a narrative review of the evidence.
Oxid Med Cell Longev. 2017;2017:1-17.
7.Lall R, Syed D, Adhami V, Khan M, Mukhtar H. Dietary polyphenols in prevention and
treatment of prostate cancer. Int J Mol Sci. 2015;16(2):3350-76.
8.Tsao R. Chemistry and biochemistry of dietary polyphenols. Nutrients. 2010;2(12):123146.
9.Manach C, Scalbert A, Morand C, Remesy C, Jimenez L. Polyphenols: food sources and
bioavailability. Am J Clin Nutr. 2004;79(5):727-47.
10.Amawi H, Ashby CR, Samuel T, Peraman R, Tiwari AK. Polyphenolic nutrients in cancer
chemoprevention and metastasis: role of the epithelial-to-mesenchymal (EMT) pathway.
Nutrients. 2017;9(8):1-23.
11.Bahadoran Z, Mirmiran P, Azizi F. Dietary polyphenols as potential nutraceuticals in
management of diabetes: a review. J Diabetes Metab Disord. 2013;12(43):1-9.
12.Kozlowska A, Szostak-Wegierek D. Flavonoids - food sources and health benefits. Rocz
Panstw Zakl Hig. 2014;65(2):79-85.
13.Panche AN, Diwan AD, Chandra SR. Flavonoids: an overview. J Nutr Sci. 2016;5:1-15.

81

14.Baião D, de Freitas C, Gomes L, da Silva D, Correa A, Pereira P, et al. Polyphenols from
root, tubercles and grains cropped in Brazil: chemical and nutritional characterization and
their effects on human health and diseases. Nutrients. 2017;9(9):1-29.
15.Lacroix S, Klicic Badoux J, Scott-Boyer M-P, Parolo S, Matone A, Priami C, et al. A
computationally driven analysis of the polyphenol-protein interactome. Sci Rep. 2018;8:113.
16.Rothwell JA, Perez-Jimenez J, Neveu V, Medina-Remon A, M'Hiri N, Garcia-Lobato P,
et al. Phenol-Explorer 3.0: a major update of the Phenol-Explorer database to incorporate
data on the effects of food processing on polyphenol content. Database (Oxford).
2013;2013:1-8.
17.Gomes MN, Muratov EN, Pereira M, Peixoto JC, Rosseto LP, Cravo PVL, et al. Chalcone
derivatives: promising starting points for drug design. Molecules. 2017;22(8):1-25.
18.Gaonkar SL, Vignesh UN. Synthesis and pharmacological properties of chalcones: a
review. Res Chem Intermed. 2017;43(11):6043-77.
19.Aksöz B, Ertan R. Chemical and structural properties of chalcones I. FABAD J Pharm
Sci. 2011;36:223-42.
20.Mirossay L, Varinska L, Mojzis J. Antiangiogenic effect of flavonoids and chalcones: an
update. Int J Mol Sci. 2017;19(1).
21.Batovska DI, Todorova IT. Trends in utilization of the pharmacological potential of
chalcones. Curr Clin Pharmacol. 2010;5(1):1-29.
22.Orlikova B, Tasdemir D, Golais F, Dicato M, Diederich M. Dietary chalcones with
chemopreventive and chemotherapeutic potential. Genes Nutr. 2011;6(2):125-47.
23.Rozmer Z, Perjési P. Naturally occurring chalcones and their biological activities.
Phytochem Rev. 2016;15(1):87-120.
24.Winter E, Locatelli C, Di Pietro A, Creczynski-Pasa TB. Recent trends of chalcones
potentialities as antiproliferative and antiresistance agents. Anticancer Agents Med Chem.
2015;15(5):592-604.
25.Singh P, Anand A, Kumar V. Recent developments in biological activities of chalcones: a
mini review. Eur J Med Chem. 2014;85:758-77.

82

26.Matos MJ, Vazquez-Rodriguez S, Uriarte E, Santana L. Potential pharmacological uses
of chalcones: a patent review (from June 2011 - 2014). Expert Opin Ther Pat.
2015;25(3):351-66.
27.Kłósek M, Kuropatnicki AK, Szliszka E, Korzonek-Szlacheta I, Król W. Chapter 20 Chalcones target the tumor necrosis factor–related apoptosis-inducing ligand (TRAIL)
signaling pathway for cancer chemoprevention.

Nutrition and Functional Foods for

Healthy Aging: Academic Press; 2017. p. 233-44.
28.v. Kostanecki S, Tambor J. Ueber die sechs isomeren Monooxybenzalacetophenone
(Monooxychalkone). Ber Dtsch Chem Ges. 1899;32(2):1921-6.
29.Zhuang C, Zhang W, Sheng C, Zhang W, Xing C, Miao Z. Chalcone: a privileged structure
in medicinal chemistry. Chem Rev. 2017;117(12):7762-810.
30.Nowakowska Z. A review of anti-infective and anti-inflammatory chalcones. Eur J Med
Chem. 2007;42(2):125-37.
31.Albuquerque HMT, Santos CMM, Cavaleiro JAS, Silva AMS. Chalcones as versatile
synthons for the synthesis of 5- and 6-membered nitrogen heterocycles. Curr Org Chem.
2014;18(21):2750-75.
32.Cazarolli LH, Kappel VD, Zanatta AP, Suzuki DOH, Yunes RA, Nunes RJ, et al. Chapter
2 - Natural and synthetic chalcones: tools for the study of targets of action - insulin
secretagogue or insulin mimetic? In: Atta-ur-R, editor. Studies in Natural Products
Chemistry. 39: Elsevier; 2013. p. 47-89.
33.Chopra G. Chalcones: a brief review. Int J Res Appl Sci. 2016;6(5):173-85.
34.Zhang E, Wang R, Guo S, Liu B. An update on antitumor activity of naturally occurring
chalcones. Evid Based Complement Alternat Med. 2013;2013:1-22.
35.Hofmann E, Webster J, Do T, Kline R, Snider L, Hauser Q, et al. Hydroxylated chalcones
with dual properties: xanthine oxidase inhibitors and radical scavengers. Bioorg Med Chem.
2016;24(4):578-87.
36.Veitch N, Grayer R. Chalcones, dihydrochalcones, and aurones. In: Oyvind M. Andersen,
Markham KR, editors. Flavonoids: Chemistry, Biochemistry and Applications: CRC Press;
2005.

83

37.Hosseinzadeh H, Nassiri-Asl M. Pharmacological effects of Glycyrrhiza spp. and its
bioactive constituents: update and review. Phytother Res. 2015;29(12):1868-86.
38.Kuete V, Sandjo LP. Isobavachalcone: an overview. Chin J Integr Med. 2012;18(7):5437.
39.Díaz-Tielas C, Graña E, Reigosa MJ, Sánchez-Moreiras AM. Biological activities and
novel applications of chalcones. Planta Daninha. 2016;34:607-16.
40.Stevens JF, Page JE. Xanthohumol and related prenylflavonoids from hops and beer: to
your good health! Phytochemistry. 2004;65(10):1317-30.
41.Kil Y-S, Choi S-K, Lee Y-S, Jafari M, Seo E-K. Chalcones from Angelica keiskei:
evaluation of their heat shock protein inducing activities. J Nat Prod. 2015;78(10):2481-7.
42.Kil YS, Pham ST, Seo EK, Jafari M. Angelica keiskei, an emerging medicinal herb with
various bioactive constituents and biological activities. Arch Pharm Res. 2017;40(6):65575.
43.Wollenweber E, H. Dietz V. Occurrence and distribution of free flavonoid aglycones in
plants. Phytochemistry. 1981;20(5):869-932.
44.Ohno O, Watabe T, Nakamura K, Kawagoshi M, Uotsu N, Chiba T, et al. Inhibitory effects
of bakuchiol, bavachin, and isobavachalcone isolated from Piper longum on melanin
production in B16 mouse melanoma cells. Biosci Biotechnol Biochem. 2010;74(7):1504-6.
45.Fukai T, Marumo A, Kaitou K, Kanda T, Terada S, Nomura T. Antimicrobial activity of
licorice flavonoids against methicillin-resistant Staphylococcus aureus. Fitoterapia.
2002;73(6):536-9.
46.Stevens JF, Ivancic M, Hsu VL, Deinzer ML. Prenylflavonoids from Humulus lupulus.
Phytochemistry. 1997;44(8):1575-85.
47.Horiba T, Nishimura I, Nakai Y, Abe K, Sato R. Naringenin chalcone improves adipocyte
functions by enhancing adiponectin production. Mol Cell Endocrinol. 2010;323(2):208-14.
48.Macías FA, Molinillo JMG, Torres A, Varela RM, Castellano D. Bioactive flavonoids from
Helianthus annuus cultivars. Phytochemistry. 1997;45(4):683-7.
49.Dao TTH, Linthorst HJM, Verpoorte R. Chalcone synthase and its functions in plant
resistance. Phytochem Rev. 2011;10(3):397-412.

84

50.Han Y, Ding T, Su B, Jiang H. Genome-wide identification, characterization and
expression analysis of the chalcone synthase family in maize. Int J Mol Sci. 2016;17(2):1-15.
51.Yu D, Xu F, Zeng J, Zhan J. Type III polyketide synthases in natural product biosynthesis.
IUBMB life. 2012;64(4):285-95.
52.Suwito H, Jumina, Mustofa, Kristanti A, Puspaningsih N. Chalcones: synthesis, structure
diversity and pharmacological aspects. J Chem Pharm Res. 2014;6(5):1076-88.
53.Bukhari SN, Jasamai M, Jantan I. Synthesis and biological evaluation of chalcone
derivatives (mini review). Mini Rev Med Chem. 2012;12(13):1394-403.
54.Bukhari S, Jasamai M, Jantan I, Ahmad W. Review of methods and various catalysts
used for chalcone synthesis. Mini Rev Org Chem. 2013;10(1):73-83.
55.Kumar A, Sharma S, Tripathi VD, Srivastava S. Synthesis of chalcones and flavanones
using Julia–Kocienski olefination. Tetrahedron. 2010;66(48):9445-9.
56.Abdullah MI, Mahmood A, Madni M, Masood S, Kashif M. Synthesis, characterization,
theoretical, anti-bacterial and molecular docking studies of quinoline based chalcones as a
DNA gyrase inhibitor. Bioorg Chem. 2014;54:31-7.
57.Sugamoto K, Matsusita Y-i, Matsui K, Kurogi C, Matsui T. Synthesis and antibacterial
activity of chalcones bearing prenyl or geranyl groups from Angelica keiskei. Tetrahedron.
2011;67(29):5346-59.
58.Raviglione M, Sulis G. Tuberculosis 2015: burden, challenges and strategy for control
and elimination. Infect Dis Rep. 2016;8(2):6570.
59.Nielsen SF, Boesen T, Larsen M, Schonning K, Kromann H. Antibacterial chalcones bioisosteric replacement of the 4'-hydroxy group. Bioorg Med Chem. 2004;12(11):3047-54.
60.Christensen SB, Ming C, Andersen L, Hjorne U, Olsen CE, Cornett C, et al. An
antileishmanial chalcone from Chinese licorice roots. Planta Med. 1994;60(2):121-3.
61.Gupta S, Shivahare R, Korthikunta V, Singh R, Gupta S, Tadigoppula N. Synthesis and
biological evaluation of chalcones as potential antileishmanial agents. Eur J Med Chem.
2014;81:359-66.
62.Sen R, Chatterjee M. Plant derived therapeutics for the treatment of leishmaniasis.
Phytomedicine. 2011;18(12):1056-69.

85

63.Zhai L, Chen M, Blom J, Theander TG, Christensen SB, Kharazmi A. The antileishmanial
activity of novel oxygenated chalcones and their mechanism of action. J Antimicrob
Chemother. 1999;43(6):793-803.
64.Tadigoppula N, Korthikunta V, Gupta S, Kancharla P, Khaliq T, Soni A, et al. Synthesis
and insight into the structure - activity relationships of chalcones as antimalarial agents. J
Med Chem. 2013;56(1):31-45.
65.Yadav N, Dixit SK, Bhattacharya A, Mishra LC, Sharma M, Awasthi SK, et al.
Antimalarial activity of newly synthesized chalcone derivatives in vitro. Chem Biol Drug
Des. 2012;80(2):340-7.
66.Chen M, Brogger Christensen S, Zhai L, Rasmussen MH, Theander TG, Frokjaer S, et al.
The novel oxygenated chalcone, 2,4-dimethoxy-4'-butoxychalcone, exhibits potent activity
against human malaria parasite Plasmodium falciparum in vitro and rodent parasites
Plasmodium berghei and Plasmodium yoelii in vivo. J Infect Dis. 1997;176(5):1327-33.
67.Gupta D, Jain DK. Chalcone derivatives as potential antifungal agents: synthesis, and
antifungal activity. J Adv Pharm Technol Res. 2015;6(3):114-7.
68.Zheng Y, Wang X, Gao S, Ma M, Ren G, Liu H, et al. Synthesis and antifungal activity of
chalcone derivatives. Nat Prod Res. 2015;29(19):1804-10.
69.Rizvi SUF, Siddiqui HL, Johns M, Detorio M, Schinazi RF. Anti-HIV-1 and cytotoxicity
studies of piperidyl-thienyl chalcones and their 2-pyrazoline derivatives. Med Chem Res.
2012;21(11):3741-9.
70.Wan Z, Hu D, Li P, Xie D, Gan X. Synthesis, antiviral bioactivity of novel 4thioquinazoline derivatives containing chalcone moiety. Molecules. 2015;20(7):11861-74.
71.Mahapatra DK, Bharti SK, Asati V. Anti-cancer chalcones: structural and molecular
target perspectives. Eur J Med Chem. 2015;98:69-114.
72.Karthikeyan C, Moorthy NS, Ramasamy S, Vanam U, Manivannan E, Karunagaran D, et
al. Advances in chalcones with anticancer activities. Recent Pat Anticancer Drug Discov.
2015;10(1):97-115.
73.Tabata K, Motani K, Takayanagi N, Nishimura R, Asami S, Kimura Y, et al.
Xanthoangelol, a major chalcone constituent of Angelica keiskei, induces apoptosis in
neuroblastoma and leukemia cells. Biol Pharm Bull. 2005;28(8):1404-7.

86

74.Syam S, Abdelwahab SI, Al-Mamary MA, Mohan S. Synthesis of chalcones with
anticancer activities. Molecules. 2012;17(6):6179-95.
75.Chen YH, Wang WH, Wang YH, Lin ZY, Wen CC, Chern CY. Evaluation of the antiinflammatory effect of chalcone and chalcone analogues in a zebrafish model. Molecules.
2013;18(2):2052-60.
76.Heidari MR, Foroumadi A, Noroozi H, Samzadeh-Kermani A, Azimzadeh BS. Study of
the anti-inflammatory and analgesic effects of novel rigid benzofuran-3, 4-dihydroxy
chalcone by formalin, hot-plate and carrageenan tests in mice. Pak J Pharm Sci.
2009;22(4):395-401.
77.Gacche RN, Dhole NA, Kamble SG, Bandgar BP. In-vitro evaluation of selected chalcones
for antioxidant activity. J Enzyme Inhib Med Chem. 2008;23(1):28-31.
78.Lahsasni SA, Al Korbi FH, Aljaber NA. Synthesis, characterization and evaluation of
antioxidant activities of some novel chalcones analogues. Chem Cent J. 2014;8:32.
79.Daikonya A, Katsuki S, Kitanaka S. Antiallergic agents from natural sources - inhibition
of nitric oxide production by novel chalcone derivatives from Mallotus philippinensis
(Euphorbiaceae). Chem Pharm Bull. 2004;52(11):1326-9.
80.Birari RB, Gupta S, Mohan CG, Bhutani KK. Antiobesity and lipid lowering effects of
Glycyrrhiza chalcones: experimental and computational studies. Phytomedicine.
2011;18(8-9):795-801.
81.Bukhari SN, Butt AM, Amjad MW, Ahmad W, Shah VH, Trivedi AR. Synthesis and
evaluation of chalcone analogues based pyrimidines as angiotensin converting enzyme
inhibitors. Pak J Biol Sci. 2013;16(21):1368-72.
82.Mahapatra DK, Bharti SK. Therapeutic potential of chalcones as cardiovascular agents.
Life Sci. 2016;148:154-72.
83.Baynest HW. Classification, pathophysiology, diagnosis and management of diabetes
mellitus. J Diabetes Metab. 2015;6(5):1-9.
84.Patel DK, Kumar R, Laloo D, Hemalatha S. Diabetes mellitus: an overview on its
pharmacological aspects and reported medicinal plants having antidiabetic activity. Asian
Pac J Trop Biomed. 2012;2(5):411-20.

87

85.Asmat U, Abad K, Ismail K. Diabetes mellitus and oxidative stress - a concise review.
Saudi Pharm J. 2016;24(5):547-53.
86.World Health Organization. Global report on diabetes 2016 [cited 2018 11 June].
Available from: http://www.who.int/diabetes/global-report/en/.
87.National Institutes of Health. Stem cell information 2001 [cited 2018 6 June]. Available
from: https://stemcells.nih.gov/info/2001report/chapter7.htm.
88.Katsarou A, Gudbjörnsdottir S, Rawshani A, Dabelea D, Bonifacio E, Anderson BJ, et al.
Type 1 diabetes mellitus. Nat Rev Dis Primers. 2017;3:1-17.
89.International Diabetes Federation. IDF Diabetes atlas. Brussels, Belgium2017 [cited
2018 02 July]. Available from: http://www.diabetesatlas.org.
90.American Diabetes Association. 2. Classification and diagnosis of diabetes: standards of
medical care in diabetes. Diabetes Care. 2018;41(1):13-27.
91.American Diabetes Association. Diagnosis and classification of diabetes mellitus.
Diabetes Care. 2013;36(1):67-74.
92.Kharroubi AT, Darwish HM. Diabetes mellitus: The epidemic of the century. World J
Diabetes. 2015;6(6):850-67.
93.Atkinson MA. The pathogenesis and natural history of type 1 diabetes. Cold Spring Harb
Perspect Med. 2012;2(11):a007641.
94.Cantley J, Ashcroft FM. Q&A: insulin secretion and type 2 diabetes: why do β-cells fail?
BMC Biol. 2015;13(33):1-7.
95.DeFronzo RA, Ferrannini E, Groop L, Henry RR, Herman WH, Holst JJ, et al. Type 2
diabetes mellitus. Nat Rev Dis Primers. 2015;1:1-22.
96.Kearney ML, Thyfault JP. Exercise and postprandial glycemic control in type 2 diabetes.
Curr Diabetes Rev. 2016;12(3):199-210.
97.American

Diabetes

Association.

Postprandial

blood

glucose.

Diabetes

Care.

2001;24(4):775-8.
98.Malandrino N, Smith RJ.

Personalized medicine in diabetes. Clin Chem.

2011;57(2):231–40.

88

99.Kelley KW, Carroll DG, Meyer A. A review of current treatment strategies for gestational
diabetes mellitus. Drugs in Context. 2015;4:212282.
100.Buchanan TA, Xiang AH, Page KA. Gestational diabetes mellitus: risks and
management during and after pregnancy. Nat Rev Endocrinol. 2012;8:639–49.
101.Tabak AG, Herder C, Rathmann W, Brunner EJ, Kivimaki M. Prediabetes: a high-risk
state for diabetes development. Lancet. 2012;379(9833):2279-90.
102.Chang SA. Smoking and type 2 diabetes mellitus. Diabetes Metab J. 2012;36(6):399403.
103.Evert AB, Boucher JL. New diabetes nutrition therapy recommendations: what you
need to know. Diabetes Spectr. 2014;27(2):121-30.
104.Prasad RB, Groop L. Genetics of type 2 diabetes - pitfalls and possibilities. Genes.
2015;6(1):87-123.
105.Hruby A, Hu FB. The epidemiology of obesity: a big picture. PharmacoEconomics.
2015;33(7):673-89.
106.Sinclair A, Dunning T, Rodriguez-Mañas L. Diabetes in older people: new insights and
remaining challenges. Lancet Diabetes Endocrinol. 2014;3(4):275-85.
107.Lee IM, Shiroma EJ, Lobelo F, Puska P, Blair SN, Katzmarzyk PT. Impact of physical
inactivity on the world’s major non-communicable diseases. Lancet. 2012;380(9838):21929.
108.Hamasaki H. Daily physical activity and type 2 diabetes: a review. World J Diabetes.
2016;7(12):243-51.
109.Röder PV, Wu B, Liu Y, Han W. Pancreatic regulation of glucose homeostasis. Exp Mol
Med. 2016;48(3):1-19.
110.Triplitt CL. Examining the mechanisms of glucose regulation. Am J Manag Care.
2012;18(1):4-10.
111.Haedersdal S, Lund A, Knop FK, Vilsboll T. The role of glucagon in the pathophysiology
and treatment of type 2 diabetes. Mayo Clin Proc. 2018;93(2):217-39.
112.Bryant NJ, Govers R, James DE. Regulated transport of the glucose transporter GLUT4.
Nat Rev Mol Cell Biol. 2002;3:267-77.
89

113.Koster JC, Permutt MA, Nichols CG. Diabetes and insulin secretion: The ATP-sensitive
K+ channel (KATP) connection. Diabetes. 2005;54(11):3065-72.
114.DeFronzo RA. From the triumvirate to the ominous octet: a new paradigm for the
treatment of type 2 diabetes mellitus. Diabetes. 2009;58(4):773-95.
115.Vinet A, Obert P, Dutheil F, Diagne L, Chapier R, Lesourd B, et al. Impact of a lifestyle
program on vascular insulin resistance in metabolic syndrome subjects: the RESOLVE
study. J Clin Endocrinol Metab. 2015;100(2):442-50.
116.Fioretto P, Zambon A, Rossato M, Busetto L, Vettor R. SGLT2 inhibitors and the
diabetic kidney. Diabetes Care. 2016;39(2):165-71.
117.Ramachandran A. Know the signs and symptoms of diabetes. Indian J Med Res.
2014;140(5):579-81.
118.Forbes JM, Cooper ME. Mechanisms of diabetic complications. Physiol Rev.
2013;93(1):137-88.
119.Tran TTT, Pease A, Wood AJ, Zajac JD, Mårtensson J, Bellomo R, et al. Review of
evidence for adult diabetic ketoacidosis management protocols. Front Endocrinol.
2017;8(106):1-13.
120.Mahapatra DK, Asati V, Bharti SK. Chalcones and their therapeutic targets for the
management of diabetes: structural and pharmacological perspectives. Eur J Med Chem.
2015;92:839-65.
121.Abiola D, Sathyapalan T, Hepburn D. Management of type 1 and type 2 diabetes
requiring insulin. Prescriber. 2016;27(9):50-7.
122.American Diabetes Association. 6. Glycemic targets. Diabetes Care. 2018;41(1):55-64.
123.Grunberger G. The need for better insulin therapy. Diabetes Obes Metab. 2013;15(1):15.
124.Chaudhury A, Duvoor C, Reddy Dendi VS, Kraleti S, Chada A, Ravilla R, et al. Clinical
review of antidiabetic drugs: implications for type 2 diabetes mellitus management. Front
Endocrinol. 2017;8(6):1-12.
125.American Diabetes Association. 7. Approaches to glycemic treatment. Diabetes Care.
2016;39(1):52-9.

90

126.Teng H, Chen L. α-Glucosidase and α-amylase inhibitors from seed oil: A review of
liposoluble substance to treat diabetes. Crit Rev Food Sci Nutr. 2017;57(16):3438-48.
127.Lamothe LM, Le KA, Samra RA, Roger O, Green H, Mace K. The scientific basis for
healthful carbohydrate profile. Crit Rev Food Sci Nutr. 2017:1-13.
128.World Health Organization, Food and Agriculture Organization of the United Nations.
Carbohydrates in human nutrition 1998 [cited 2018 12 July]. Available from:
http://www.who.int/nutrition/publications/nutrientrequirements/9251041148/en/.
129.Maughan R. Carbohydrate metabolism. Surgery. 2013;31(6):273-7.
130.Brownlee IA, Gill S, Wilcox MD, Pearson JP, Chater PI. Starch digestion in the upper
gastrointestinal tract of humans. Starch. 2018;68:1-12.
131.Butterworth P., Warren F., Ellis P. Human α-amylase and starch digestion: an
interesting marriage. Starch. 2011;63(7):395-405.
132.Lovegrove A, Edwards CH, De Noni I, Patel H, El SN, Grassby T, et al. Role of
polysaccharides in food, digestion, and health. Crit Rev Food Sci Nutr. 2017;57(2):237-53.
133.Goodman BE. Insights into digestion and absorption of major nutrients in humans. Adv
Physiol Educ. 2010;34(2):44-53.
134.Tucci SA, Boyland EJ, Halford JC. The role of lipid and carbohydrate digestive enzyme
inhibitors in the management of obesity: a review of current and emerging therapeutic
agents. Diabetes Metab Syndr Obes. 2010;3:125-43.
135.Tundis R, Loizzo MR, Menichini F. Natural products as alpha-amylase and alphaglucosidase inhibitors and their hypoglycaemic potential in the treatment of diabetes: an
update. Mini Rev Med Chem. 2010;10(4):315-31.
136.Ewadh MJ. Evaluation of amylase activity in patients with type 2 diabetes mellitus.
AJBIO. 2014;2(5):171-4.
137.Sales PM, Souza PM, Simeoni LA, Silveira D. alpha-Amylase inhibitors: a review of raw
material and isolated compounds from plant source. J Pharm Pharm Sci. 2012;15(1):14183.

91

138.Martinez-Gonzalez AI, Díaz-Sánchez ÁG, Rosa LAdl, Vargas-Requena CL, BustosJaimes I, Alvarez-Parrilla, et al. Polyphenolic compounds and digestive enzymes: in vitro
non-covalent interactions. Molecules. 2017;22(4):1-24.
139.Mandel AL, Peyrot des Gachons C, Plank KL, Alarcon S, Breslin PAS. Individual
differences in AMY1 gene copy number, salivary α-amylase levels, and the perception of oral
starch. PloS one. 2010;5(10):1-9.
140.Boehlke C, Zierau O, Hannig C. Salivary amylase – the enzyme of unspecialized
euryphagous animals. Arch Oral Biol. 2015;60(8):1162-76.
141.Mastracci TL, Sussel L. The endocrine pancreas: insights into development,
differentiation and diabetes. Wiley Interdiscip Rev Membr Transp Signal. 2012;1(5):60928.
142.Yadav R, Bhartiya JP, Verma SK, Nandkeoliar MK. The evaluation of serum amylase in
the patients of type 2 diabetes mellitus, with a possible correlation with the pancreatic
functions. J Clin Diagn Res. 2013;7(7):1291-4.
143.Okuyama M, Saburi W, Mori H, Kimura A. alpha-Glucosidases and alpha-1,4-glucan
lyases: structures, functions, and physiological actions. Cell Mol Life Sci. 2016;73(14):272751.
144.Nakai H, Okuyama M, Kim Y, Saburi W, Wongchawalit J, Mori H, et al. Molecular
analysis of α-glucosidase belonging to GH-family 31. Biologia. 2005;60(16):131—5.
145.Sim L, Willemsma C, Mohan S, Naim HY, Pinto BM, Rose DR. Structural basis for
substrate selectivity in human maltase-glucoamylase and sucrase-isomaltase N-terminal
domains. J Biol Chem. 2010;285(23):17763-70.
146.Ren L, Qin X, Cao X, Wang L, Bai F, Bai G, et al. Structural insight into substrate
specificity of human intestinal maltase-glucoamylase. Protein Cell. 2011;2(10):827-36.
147.Chen L, Tuo B, Dong H. Regulation of intestinal glucose absorption by ion channels and
transporters. Nutrients. 2016;8(1):1-11.
148.Roder PV, Geillinger KE, Zietek TS, Thorens B, Koepsell H, Daniel H. The role of SGLT1
and GLUT2 in intestinal glucose transport and sensing. PloS one. 2014;9(2):1-10.

92

149.Shahidpour S, Panahi F, Yousefi R, Nourisefat M, Nabipoor M, Khalafi-Nezhad A.
Design and synthesis of new antidiabetic α-glucosidase and α-amylase inhibitors based on
pyrimidine-fused heterocycles. Med Chem Res. 2015;24(7):3086-96.
150.Joshi SR, Standl E, Tong N, Shah P, Kalra S, Rathod R. Therapeutic potential of αglucosidase inhibitors in type 2 diabetes mellitus: an evidence-based review. Expert Opin
Pharmacother. 2015;16(13):1959-81.
151.Derosa G, Maffioli P. alpha-Glucosidase inhibitors and their use in clinical practice.
Arch Med Sci. 2012;8(5):899-906.
152.Sociedade Portuguesa de Diabetologia. Recomendações nacionais da SPD para o
tratamento da hiperglicemia na diabetes tipo 2. Revista Portuguesa de Diabetes.
2013;8(1):4-29.
153.DiNicolantonio JJ, Bhutani J, O'Keefe JH. Acarbose: safe and effective for lowering
postprandial hyperglycaemia and improving cardiovascular outcomes. Open Heart.
2015;2(1):1-13.
154.Rosak C, Mertes G. Critical evaluation of the role of acarbose in the treatment of
diabetes: patient considerations. Diabetes Metab Syndr Obes. 2012;5:357-67.
155.Zhang L, Chen Q, Li L, Kwong JS, Jia P, Zhao P, et al. Alpha-glucosidase inhibitors and
hepatotoxicity in type 2 diabetes: a systematic review and meta-analysis. Sci Rep. 2016;6:18.
156.Silva AMS, Pinto DCGA, Tavares HR, Cavaleiro JAS, Jimeno L, Elguero J. Novel (E)and

(Z)-2-styrylchromones

from

(E,E)-2'-Hydroxycinnamylideneacetophenones

–

Xanthones from daylight photooxidative cyclization of (E)-2-styrylchromones. Eur J Org
Chem. 1998:2031-8.
157.Pinto DCGA, Silva AMS, Lévai A, Cavaleiro JAS, Elguero TPJ. Synthesis of 3-benzoyl4-styryl-2-pyrazolines and their oxidation to the corresponding pyrazoles. Eur J Org Chem.
2000:2593-9.
158.Santos CMM, Silva AMS, Cavaleiro JAS, Lévai A, Patonay T. Epoxidation of (E,E)cinnamylideneacetophenones with hydrogen peroxide and iodosylbenzene with salenMnIII as the catalyst. Eur J Org Chem. 2007:2877–87.

93

159.Lévai A, Patonay T, Silva AMS, Pinto DCGA, Cavaleiro JAS. Synthesis of 3-aryl-5-styryl2-pyrazolines by the reaction of (E,E)-cinnamylideneacetophenones with hydrazines and
their oxidation into pyrazoles. J Heterocycl Chem. 2002;39:751-8.
160.Trinh BTD, Staerk D, Jäger AK. Screening for potential α-glucosidase and α-amylase
inhibitory constituents from selected vietnamese plants used to treat type 2 diabetes. J
Ethnopharmacol. 2016;186:189-95.
161.Tadera K, Minami Y, Takamatsu K, Matsuoka T. Inhibition of alpha-glucosidase and
alpha-amylase by flavonoids. J Nutr Sci Vitaminol. 2006;52(2):149-53.
162.Cho Y-S, Lim H-S. Comparison of various estimation methods for the parameters of
Michaelis-Menten equation based on in vitro elimination kinetic simulation data. Transl
Clin Pharmacol. 2018;26(1):39-47.
163.Roskoski R. Michaelis-Menten kinetics. Reference Module in Biomedical Sciences:
Elsevier; 2015. p. 1-10.
164.Bhagavan NV, Ha C-E. Chapter 6 - Enzymes and enzyme regulation. In: Bhagavan NV,
Ha C-E, editors. Essentials of Medical Biochemistry (Second Edition). San Diego: Academic
Press; 2015. p. 63-84.
165.Dias AA, Pinto PA, Fraga I, Bezerra RMF. Diagnosis of enzyme inhibition using Excel
Solver: a combined dry and wet laboratory exercise. J Chem Educ. 2014;91(7):1017-21.
166.Bezerra RM, Fraga I, Dias AA. Utilization of integrated Michaelis-Menten equations for
enzyme inhibition diagnosis and determination of kinetic constants using Solver
supplement of Microsoft Office Excel. Comput Methods Programs Biomed. 2013;109(1):2631.
167.Sun H, Wang D, Song X, Zhang Y, Ding W, Peng X, et al. Natural
prenylchalconaringenins and prenylnaringenins as antidiabetic agents: alpha-glucosidase
and alpha-amylase inhibition and in vivo antihyperglycemic and antihyperlipidemic effects.
J Agric Food Chem. 2017;65(8):1574-81.
168.Najafian M, Ebrahim-Habibi A, Hezareh N, Yaghmaei P, Parivar K, Larijani B. Transchalcone: a novel small molecule inhibitor of mammalian alpha-amylase. Mol Biol Rep.
2011;38(3):1617-20.

94

169.Najafian M, Ebrahim-Habibi A, Yaghmaei P, Parivar K, Larijani B. Core structure of
flavonoids precursor as an antihyperglycemic and antihyperlipidemic agent: an in vivo
study in rats. Acta Biochim Pol. 2010;57(4):553-60.
170.Seo WD, Kim JH, Kang JE, Ryu HW, Curtis-Long MJ, Lee HS, et al. Sulfonamide
chalcone as a new class of α-glucosidase inhibitors. Bioorg Med Chem Lett.
2005;15(24):5514-6.
171.Xiao J, Ni X, Kai G, Chen X. A review on structure-activity relationship of dietary
polyphenols inhibiting alpha-amylase. Crit Rev Food Sci Nutr. 2013;53(5):497-506.
172.Cao H, Chen X. Structures required of flavonoids for inhibiting digestive enzymes.
Anticancer Agents Med Chem. 2012;12(8):929-39.
173.Yang X-W, Huang M-Z, Jin Y-S, Sun L-N, Song Y, Chen H-S. Phenolics from Bidens
bipinnata and their amylase inhibitory properties. Fitoterapia. 2012;83(7):1169-75.
174.Bale AT, Khan KM, Salar U, Chigurupati S, Fasina T, Ali F, et al. Chalcones and bischalcones: as potential α-amylase inhibitors; synthesis, in vitro screening, and molecular
modelling studies. Bioorg Chem. 2018;79:179–89.
175.Hu Y-C, Luo Y-D, Li L, Joshi MK, Lu Y-H. In vitro investigation of 2′,4′-dihydroxy-6′methoxy-3′,5′-dimethylchalcone

for

glycemic

control.

J

Agric

Food

Chem.

2012;60(42):10683-8.
176.Kim MJ, Lee SB, Lee HS, Lee SY, Baek JS, Kim D, et al. Comparative study of the
inhibition of α-glucosidase, α-amylase, and cyclomaltodextrin glucanosyltransferase by
acarbose, isoacarbose, and acarviosine-glucose. Arch Biochem Biophys. 1999;371:277-83.
177.Yoon SH, Robyt JF. Study of the inhibition of four alpha amylases by acarbose and its
4IV-α-maltohexaosyl

and

4IV-α-maltododecaosyl

analogues.

Carbohydr

Res.

2003;338:1969-80.
178.Cai C-Y, Rao L, Rao Y, Guo J-X, Xiao Z-Z, Cao J-Y, et al. Analogues of xanthones chalcones and bis-chalcones as α-glucosidase inhibitors and anti-diabetes candidates. Eur
J Med Chem. 2017;130:51-9.
179.Ansari FL, Umbreen S, Hussain L, Makhmoor T, Nawaz SA, Lodhi MA, et al. Syntheses
and biological activities of chalcone and 1,5-benzothiazepine derivatives: promising new
free-radical scavengers, and esterase, urease, and alpha-glucosidase inhibitors. Chem
Biodivers. 2005;2(4):487-96.
95

180.Sun H, Li Y, Zhang X, Lei Y, Ding W, Zhao X, et al. Synthesis, α-glucosidase inhibitory
and molecular docking studies of prenylated and geranylated flavones, isoflavones and
chalcones. Bioorg Med Chem Lett. 2015;25(20):4567-71.
181.Ryu HW, Lee BW, Curtis-Long MJ, Jung S, Ryu YB, Lee WS, et al. Polyphenols from
Broussonetia papyrifera displaying potent α-glucosidase inhibition. J Agric Food Chem.
2010;58(1):202-8.
182.Jabeen F, Oliferenko PV, Oliferenko AA, Pillai GG, Ansari FL, Hall CD, et al. Dual
inhibition of the α-glucosidase and butyrylcholinesterase studied by molecular field
topology analysis. Eur J Med Chem. 2014;80:228-42.
183.Proença C, Freitas M, Ribeiro D, Oliveira EFT, Sousa JLC, Tomé SM, et al. alphaGlucosidase inhibition by flavonoids: an in vitro and in silico structure-activity relationship
study. J Enzyme Inhib Med Chem. 2017;32(1):1216-28.
184.Freitas M, Ribeiro D, Tomé SM, Silva AMS, Fernandes E. Synthesis of chlorinated
flavonoids with anti-inflammatory and pro-apoptotic activities in human neutrophils. Eur
J Med Chem. 2014;86:153-64.
185.Chatsumpun N, Sritularak B, Likhitwitayawuid K. New biflavonoids with α-glucosidase
and pancreatic lipase inhibitory activities from Boesenbergia rotunda. Molecules.
2017;2(11):1-13.
186.Son H, Lee SH. Comparison of α‑glucosidase inhibition by Cudrania tricuspidata
according to harvesting time. Biomed Rep. 2013;1:624-8.
187.Oboh G, Ogunsuyi O, Ogunbadejo M, Adefegha S. Influence of gallic acid on α-amylase
and α-glucosidase inhibitory properties of acarbose. J Food Drug Anal. 2016;24:627-34.
188.Padmavathi G, Roy NK, Bordoloi D, Arfuso F, Mishra S, Sethi G, et al. Butein in health
and disease: A comprehensive review. Phytomedicine. 2017;25:118–27.
189.Jayasooriya RGPT, Molagoda IMN, Park C, Jeong J-W, Choi YH, Moon D-O, et al.
Molecular chemotherapeutic potential of butein: a concise review. Food Chem Toxicol.
2018;112:1–10.
190.Lee EH, Song D-G, Lee JY, Pan C-H, Um BH, Jung SH. Inhibitory effect of the
compounds isolated from Rhus verniciflua on aldose reductase and advanced glycation
endproducts. Biol Pharm Bull. 2008;31(8):1626-30.

96

191.Lim SS, Jung SH, Ji J, Shin KH, Keum SR. Synthesis of flavonoids and their effects on
aldose reductase and sorbitol accumulation in streptozotocin-induced diabetic rat tissues.
J Pharm Pharmacol. 2001;53(5):653-68.

97

